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181

122

241

---------------------------------------------- TAAAAA- - - - - CCT
---------------------------------------------- GGAAACTCAATCCT
ACTCGCAATTCGTTCGTCGT CGCAGCAGCAT TGGT CGCAGAGCAGCGTAAAACCCCACGT
------------------- CCGCAGCTAACCTGCTTGGAGTGTG- - = = = == == == = - = - -
--------- TTCTTCCTCTCCGCCGGC- - - - - = - = = = - - GACCAGC- = = = = = = = = - = - = -
--------- CT----TTGTCGGGTGTC- - = ===« -==-=GTCrmmmmmmmmemcmcmn-
---------- AATT- - - - - - - - CCGGTA- - - - - TTTAGAGCGCAGC- - = - = == = = = - = - -
--------- GAATT- = === === CCGr = = == == mmmmmmmmmmmmmom e
--------- GT- - TCTGCGGTGCTGGTA- - - - - TTTAGAGCGCAGC- - - = - = = = = = = - = -
--------- CC--CTT-----=-c-c-nemeccace-CGCAGC-=-=-=-c-===---
--------- GCGGCTGTCGGGCCGGGTG- - - - - CTT- - - - CGCAGC- - - = - = = = = = = - - -
To....... 10, ....... 20. .. ... .. 30........ 40. .. ... .. 50.........
Toeemem-- N
Toeeiem - GTATATT- - - - = o m o e oo e i oo oo CAACGGAG
ATATAGCACATATATTGTACATATAATAAAAATACTTTGTTTCGACT TGAAGCAACGCAT
------------------------------------------------------- CTC- -
_________________________________________________________ C- -
------------------------------------------------------- GCCTG
------------------------------------------------------- GGCTG
------------------------------------------------------- CGCTT
_______________________________________________________ C----
61....... 70.. ... ... 80........ 90........ 100....... 110........
AGAGAT - = - = = = === mwm o e e e oo CTGCGAGAG- - - - - - - - - - AAAGAGA
ACATATAACGAGCGCGCATAACATTCAGATTCATCTGTGCAAA- - - ACGCCGAATAAAAA
- C-- - TGTCAATCCCGCTTCCCCTCCTCCTTCCCGT- - = = = == == m= === = - = - AGCGT

-C---TGTCGGGTTCGTGACCGTCTCTCCTGCTTTTGTAAGACCT GTCAGCCAAAAGAAG
- C- - - TGTGCTGCACGAAAGGGCCT- - - - TGCAATTGCAAGT GTTGAGAATCGACAGAAA

AC- - - TGGCGGGGTCGCTTTCCCATC- - CGCTGCCT- - - CGA- = = = = = = == = = = = - - CGA
---------------------------------------- GA---------------GAA
A-cmem-- CGGGC- CGGATCGCCTTCGCCGCCGCCCGCCCGE- - - - = - = - = = = - = - - AAA
C--mmm-- AGCGCTCGCTTCGCGCACCTCGCAGCCTGC- - = - = == === == === oo o= -
---------------- TTTCGGACACAGCTTAGCTTTCGCGC- - - - - - - - - - - - - - - AAG
121...... 130....... 140. . ... .. 150. .. .... 160....... 170, .. .. ...
--------------- TTCCCATCTACAAAACTTCC- - - TCACACAA- - AAAATGTCGTA-
GATCAGATTCCGGTGTTCCAAGGAAGCACATATTT- - - TAAGATCC- - AGAATCGCCT G-
CTATAGTG---------- CAATCACCACAGCAGCAGCA- AAACGAACTAAAATT- - - - - -
CGTGTGTT---------- CT-mmmmmcmemmm- CACTTT- - m - mmmmmmmmmmme oo
ACCTCACT---------- CA--=-mmmmeomms GAGTCTAAACCTGCTAGACTGAAGCTT
CGTTGAC- - = -« - mmmmmemmmm e GTTTTAA- - - - - - AAAAAGGACGTT
TCTTCGCT---------- To m o m e el GCCT- -
TCTTCTTT---------- Crmmmmm e GTCT- -
(o703 I e c1 GCCCGG
L GCCCGG
CCGCCGCC- - - - - - - - - - G m e GCCGCG
181. ... .. 190. ... ... 200....... 210....... 220....... 230........
------- TCGATTTCTCATCAT-«-«-«----TTGTA--=-«-«-«--=-=-----GCCT
------ CTCTCTTTCCCTTCCCCGGGCATTTCTTGTATTTTTCTCGGACAGT TTACGGAG
TCCTCCCTTTT- - - mmmmmmmmm e - CTGC-----=-=-- CTemmmmmmmmemmm - TT
TGTGCGCTTTT- - - = - = m e m o e - CCTT-----n-=-- e
- CCTCGCTCGCTGTCCCGTTGTCCTAGCCCGC- - - - - - - - - - CGCCGCC- - - - - - CGCTG
- GCTCGCTCTCTCTCCCGTCGTCCTAGCCCGC- - - - - - - - - - CGCCGCC- - - - - - TGCTG
CCCGTCCTCGC- - - CCCCGCCTCCGCCACCGC- - - - - - - - - - CTCGGCC- - - - - - CGCAG
CCCGGCCTCGT---CC- - === === - - - CCGC---------- CTCGACC- - - - - - TGCTG
CCCGGCTTCGC- - - ACC- - - - - TCGCCCCGGC- - - - - - - - - - CT- GGTC- - - - - - CGTTG
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421

201
256
425
302
312
267
296
244
301
260
281
481

261
316
485
362
372
327
356
304
361
320
341
541

---------------------- CGACTTG- - - - - - - - - GAAACCGCCGAAAGAGCCGCCT
---------------------- AGAGATG- - - - - - - - - TCTACCTTCAGTGGCGATGAGA
AAAAAACACACAACAAACAAAGCAAAATGT CTTCTGAAGT GAGCAGCGACAACCCCATCT
AGCTCGTC- - - - - - - - AGCCGACAGTATG- - - TCTGTAGAGACCGCCAGT GCGCCCGAGT
AGTTTTAGTCTCCCGAACGCGCGAGAAGA- - - AT- - - GGACACCCAGAAC- - - CCCCAGT

--------------- AACGCG- - - TAAGA- - - AT- - - GTCGTCAGAAAGT - - - CCCGAAT
AGCTTGTCTTTTCCCTGCTTGCAGACATG- - - GC- - - TGACATCAAGAACAACCCCGAAT
AGCTTGCCCTCTCCCCGCTTGCAGACATG- - - GC- - - TGACATCAAGAACAACCCCGAAT
AGCTTGCCCCCTCCCCACCCGCAGACATG- - - TC- - - CGAGTCCAAGAGCGGCCCCGAGT
AGCTCGCCCCCTCCCCACCCGCAGACATG- - - TC- - - CGAGGCCAAGAGCGGCCCCGAGT
AACT- - GCCCCTTCCCAACCGCAGACATG- - - TC- - - CGAGGCCAAGAACGGCCCCGAGT
301...... 310....... 320....... 330....... 340....... 350........

ATGCTCCATTCTTCGGCTACATGGGAGCCGCTTCAGCCCAAATCTTCACCGTCCTCGGAG
CCGCTCCTTTCTTCGGCTTCCTTGGCGCTGCCGCTGCGCTCGTCTTCT CATGTATGGGAG
ATGGCCCCTTCTTCGGAGTTATGGGAGCCGCCT CCGCCATCATCTTCT CGGCCCTGGGCG
ACTCCGCCTTCTTCGCTGTCATGGGGGCTTCGTCTGCCATGGTTTTTAGCGCCTTGGGAG
ACTCTCCCTTCCTCGCAGTGATGGGTGCCTCCTCAGCGATGGTGTTCAGCGCGTTGGGTG
ACTCCCCTTTCTTCGCAGT GATGGGAGCCTCTGCGGCTATGGTCTTCAGCGCGTTGGGGG
ATTCTTCGTTTTTCGGTGTCATGGGCGCCTCGTCCGCCATGGTCTTCAGCGCCATGGGAG
ATTCTTCGTTTTTCGGTGTCATGGGCGCCTCGT CCGCCATGGTCTTCAGCGCCATGGGAG
ATGCTTCGTTTTTCGCCGT CATGGGCGCCTCGGCCGCCATGGTCTTCAGCGCCCTGGGCG
ACGCCGCCTTTTTCGCGGT CATGGGCGCCTCGGCCGCCATGGTCTTCAGCGCCCTGGGTG
ACCGCTTCCTTTTTCGCGGT CATGGGTGCCTCAGCCGCCATGGTCTTCAGCGCCCTGGGCG

CCGCCTACGGAACCGCCAAATCTGCCGTCGGAATCTGTTCAATGGGT GTCATGCGCCCGG
CTGCGTACGGGACAGCAAAGAGT GGT GTGGGAGT GGCATCTATGGGT GT GATGAGGCCGG
CTGCTTATGGCACTGCTAAGT CTGGTACCGGTATTGCT GCCATGT CAGT GATGCGGCCTG
CAGCCTACGGTACGGCGAAGAGCGGAACAGGTATTGCCGCGATGTCTGTAATGAGGCCAG
CTGCATACGGGACT GCTAAGAGCGGCACAGGCATTGCT GCCATGT CAGT GATGCGGCCAG
CGGCCTATGGCACGGCTAAGAGCGGCACGGGCATCGCT GCCATGT CGGT GATGCGGCCGG
CCGCCTATGGCACAGCCAAGAGCGGCACTGGCATCGCAGCCATGT CAGT CATGAGGCCAG
CTGCCTATGGCACAGCCAAGAGT GGCACTGGCATCGCAGCCATGT CGGT CATGAGGCCAG
CTGCCTATGGCACAGCCAAGAGCGGTACCGGCATTGCGGCCATGTCTGT CATGCGGCCGG
CCGCCTATGGGACGGCCAAGAGCGGCACTGGCATCGCAGCCATGTCTGT CATGCGGCCAG
CCGCCTACGGTACAGCCAAGAGCGGCACGGGCATCGCAGCCATGTCTGTCATGCGGCCAG
421. ... .. 430. .. .. .. 440....... 450. .. .... 460. .. .. .. 470.. ... ...

AGCTTATCATGAAGTCTGTGATTCCGGTTATTATGGCCGGTATCATCGGTATCTACGGTC
AGTTGGTGATGAAGTCTATTGTCCCAGTTGTTATGGCTGGTGTGTTGGGTATCTATGGTT
AACTGATCATGAAATCCATCATTCCTGTGGT CATGGCGGGTATCATTGCCATTTACGGTC
AGTTGATTATGAAGTCCATCATTCCTGTTGT CATGGCTGGTATCATTGCCATCTATGGTC
AGCTGATCATGAAGTCCATCATTCCCGT GGT CATGGCGGGTATCATTGCCATCTACGGCC
AGCTCATCATGAAGTCCATCATTCCTGT GGT CATGGCAGGTATCATCGCCATCTATGGGC
AGCTGATCATGAAGT CCATCATCCCAGT GGT TATGGCT GGGATCATCGCCATCTACGGCC
AGCTGATCATGAAGTCCATCATCCCAGTGGTTATGGCT GGGATCATCGCCATCTACGGCC
AGCAGATCATGAAGTCCATCATCCCAGT GGT CATGGCT GGCATCATCGCCATCTACGGCC
AGCT GATCATGAAGT CCATCAT CCCCGT GGT CATGGCAGGCATCATCGCCATCTATGGCC
AGATGATCATGAAGTCCATCATCCCGGT GGT CATGGCGGGGATCATCGCCATCTATGGTC

481. ... .. 490. ...... 500....... 510....... 520....... 530........
TCGTCGTCGCGATGGTCTTGAA- - - - GGGAAAAGT GACGTCGGCAAGTGCTGGTTACGAT
TGATTATTGCTGTTATCATCAGTACCGGGATTAACCCCAAGGCTAAATCCTACTACCTCT
TGGTGGTGGC- - - - - - - - - - - - - - - - - - TGTGCTTATTGCCGGCGCG- - CTGGAAGA
TTGTAGTAGC- - - ------------------ AGTCCTTATTGCAAACTCT- - CTGACGCA
TGCTGGTGGC- - - - - - === === - - - - - - - TGTACTCATTGCCAACAAT- - ATCGGTGA
TGGTGGTGGC- - - - - - - - - - - - - - - - - GGT GCTCATCGCCAACAAC- - ATTTCAGA
TGGTGGTGGC- - - - ----------------- AGTACTTATCGCTAACTCC- - CTGACTGA
TGCTGGTTGC- - - - - - === === - - - - - - AGTACTTATCGCTAACTCC- - CTGACTGA
TGGTGGTGGC- - - - - - - - - - - - - - - - - AGTCCTCATCGCCAACTCC- - CTGAATGA
TGGTGGTGGC- - - - ----------------- AGTCCTCATCGCCAACTCC- - CTGACTGA
TGCTGGTGGC- - - - - === === m - oo o - - - AGTCCTCATTGCCAACTCC- - CTGAATGA
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317
376

781

532
569
759
632
638
583
619
566
624
581
601
841

TTGAAT- - -------- - - - - AAGGGATTCGCTCACTTGGCCGCCGGACTTACGTGCG
TCG---- - - s mmm e e m e m ACCGGATATGCTCATCTCTCTTCTGGTCTTGCTTGTG
- GCCATCAAAGTACTCACTATACAGGGGCTTCATTCACTTGGGAGCCGGTCTGGCGGT GG
AACTATCA------- CGCTATACAAGAGCTTCCTTCAGTTGGGT GCAGGCCTCAGTGTAG
TAAAATCT------- CGCTCTACAAGAGTATCCTGCATCTGGGAGCGGGT CTGACGTGT GG
GAAAGTCA- - - - - - - CCCTCTACAAGAGTTTTCTCCACCTGGGTGCTGGGCTGAGCCTGG
TGGCATCA- - - - - - - CCCTCTACAGGAGTTTTCTTCAACTGGGT GCTGGCCTGAGTGTGG
TGGCATCA- - - - - - - CCCTCTACAGGAGTTTTCTTCAACTGGGTGCTGGCCTGACGTGT GG
CGACATCA- - - - - - - GCCTCTACAAGAGCTTCCT CCAGCT GGGCGCCGGCCTGAGCCTGG
AGGCATCA- - ----- GTCTCTACAAGAGTTTCCTTCAGCT GGGCGCT GGCCTGAGTGT GG
CGGCATCA- - ----- GTCTCTACAGGAGTTTCCTTCAGCTGGGCGCAGGCTTGACGTGTGG
601...... 610....... 620....... 630....... 640....... 650........
GACTTTGTGGATTGGCAGCCGGATATGCTAT CGGAATTGT TGGAGACGCCGGAGTCCGTG

GGCTAGCTGGTCTTTCAGCTGGAAT GGCCATAGGTATCGTTGGCGATGCTGGTGT CAGGG
GCTTCTCTGGTCTGGCAGCTGGTTTTGCGAT CGGCATCGT GGGAGACGCCGGTGTCCGTG
GCCTGAGTGGTCTAGCTGCTGGCTTTGCCATTGGTATTGT GGGAGAT GCCGGAGT GCGGG
GTCTGAGCGGTCTCGCTGCCGGCTTCGCCAT CGGGAT CGTGGGAGACGCAGGTGTGAGAG
GGCTGAGTGGGTTGGCGGCTGGTTTTGCCATCGGCATTGT GGGTGACGCAGGCGT TCGAG
GGCTGAGTGGCCTGGCTGCTGGCTTTGCCATTGGCATCGT CGGAGATGCTGGTGT TCGGG
GGCTGAGTGGCCTGGCTGCTGGCTTTGCAATTGGCATTGT CGGAGATGCTGGTGT CCGGG
GCCT GAGCGGCCT GGCAGCCGGCTTTGCCAT CGGCAT CGT GGGGGACGCT GGCGT GCGGG
GCCTGAGCGGGCT GGCAGCCGGCTTTGCCAT CGGCATT GT GGGCGATGCAGGCGT GCGGG
GCCTGAGCGGGCT GGCGGCAGGCTTCGCCATCGGCATTGTTGGGGACGCAGGCGTGCGTG

GAACAGCTCAACAGCCACGTCTTTTCGTCGGAATGATCCTTATCCTTATCTTCTCTGAAG
CCAATGCTCAACAGCCAAAGCTTTTCGTTGGTATGATTCTTATCCTCATTTTCGCTGAAG
GCACAGCACAGCAGCCTAGACTGTTCGT GGGCATGATCCTGATTCTCATCTTCGCCGAAG
GTACAGCACAGCAGCCTCGACTATTCGTGGGAATGATCCTGATCCTCATTTTTGCT GAAG
GAACGGCCCAGCAGCCGCGTCTGTTCGTGGGCATGATCCTCATCTTGATCTTTGCAGAGG
GCACAGCTCAGCAGCCCAGGCTCTTCGT GGGCATGATCCTCATCCTGATCTTTGCAGAGG
GCACTGCCCAGCAGCCTCGACTGTTCGTGGGCATGATCCTGATCCTCATCTTTGCGGAGG
GCACTGCCCAGCAGCCTCGACTGTTCGTGGGCATGATCCTGATCCTCATCTTTGCGGAGG
GCACCGCCCAGCAGCCCCGACTATTCGT GGGCATGATCCTGATTCTCATCTTCGCCGAGG
GCACTGCCCAGCAGCCCCGGCTCTTCGTGGGCATGATCCTCATCCTCATCTTCGCGGAAG
GCACCGCCCAGCAGCCGCGGCTCTTCGTGGGCATGATCCTCATCCTCATCTTCGCCGAGG
721...... 730....... 740. ... ... 750. . ... .. 760....... 770. .......

TCTTGGGACT CTACGGAATGATCGTCGCCCTCATCCTTGGAACTTCTTAATT- - - - - - - -
CTCTTGCTCTATACGGTCTCATCGTCGGGATCAT - - - - - - - - - s - s e e e e o oo o -
TGTTGGGTCTCTACGGCTTGATTGTGGCCATTTACCTGTACACGAAATAA- - ATCAATCA
TCCTGGGTCTGTACGGCCTTATTGTGGCTCTTATCCTGTCTACAAAATGAAGAATTCCAC
TGCTGGGGCTCTACGGCCTGATCGTCGCCCTCATCCTGTCCACTA- - - - AGGGTTAATCG

TCCTAGGGCTCTACGGTCTTATTGTGGCTCTCATCCTCTCCACGA- - - - A------- - -~
TGCTTGGCCTCTACGGTCTCATCGTGGCCCTAATCCTCTCCACAA- - - - AG- - - TAGTCC
TGCTTGGCCTCTACGGT CTCATCGTGGCCCTAATCCTCTCCACAA- - - - AG- - - TAGTC-
TGCTCGGCCTCTACGGTCTCATCGTCGCCCTCATCCTCTCCACAA- - - - AG- - - TAGACC
TGCTCGGCCTCTACGGTCTCATCGTTGCCCTCATCCTCTCCACAA- - - - AG- - - TAG--C
TGCTCGGCCTCTACGGTCTCATCGTCGCCCTTATCCTCTCCACAA- - - - AG- - - TAG- - -
781...... 790....... 800....... 810....... 820....... 830........
----------- CGCCTATTTTTGCAGTTTTTCCACAAAAAAAAAGAGAA- - --------A
-------------------------- TTTGTCC- - - - - s s e mmmm e e e mece e
ATGCAA- - ------------ ACACACAACAACAACAGATAGACAAACGGCGCCC- - - - - -
CTTTTCCCAGTTCGCCTGTTATCCAAAA- GTCAACACTTGCAAATAATGGTTTTATCTCA

TTGCTCCTATCCTCTCTT- - ACACATGA- ACAAACA- - - = = == == memmme e me e e -
------------------------ ATAG- AGAAAGA- - - = = = - === mcm o me oo

TT- TTCCA- - - CCATCAG- - TCACAGGA- TAG- - - - GATGTAAAGATCACCCC- TCCTCA
TT- TTCCA- - - CCACCAG- - TCACAGGA- TAG- - - - GATGTAAAGATCACCCC- TCCTCA
CT- CTCCGAGCCCACCAG- - CCACAGAA- TAT- - - - TATGTAAAGACCACCCC- TCCTCA
CC- CTCCGGGCCCACCAG- - ACACAGAA- TAG- - - - GATGTAAAGACCACCCC- TCCTCA
CT- CTGCG- GGCCGCCAG- - CCACAGAA- TACAATTGATGTCAAGACCACCCCCTTCTCA
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571
576
799
691
671
594
667
614
675
632
656
901

610
601
836
736
696
605
720
667
730
655
709
961

657
613
883
780
701
605
755
702
765
655
744
1021

695
623
941
832
701
605
789
735
800
655
784
1081

706
624
997
881
734
609
837
783
832
655
830
1141

TTTCGGAGCTT--------- TTCTGTAAAAAATCGGGCAA- - ---------- ATTTTGAG
- TCCCGAGCTG--------- GTCAGTCCAGAGCCG- - -----------------------
------ AGCGGT CAACAGCAGCCACATCAACATCAG- CAGCAGC------=-=-=--=------
TGT- - GTACAGTCATC--CT--------- ACACCCTCTACCCCCAACTCAATATTTTC- -
------ CACACACAGA- - CACACACACCAACAC- - - - - - - - s e s e e e e e e oo - -
------ AAAGAACAGT - - C- - - - - = - - m o s o e o e m e e e o e e e e — e - o
TTCCAGAACGAACAGC- - CTGACACATGCAC- - - GGGCAGCTGCCCCTCAGTAGTTGG- -

TTCCAGAAGGAACAGC- - CTGACACATGCAC- - - GGGCAGCT GCCCCTCAGTAGTTGG- -
TTCCAGAACGAACAGC- - CTGACACATACGCACGGGGCCGCCGCCC- CCAGTAGTTGG- -
TTCCAGAACGAACAGC- - CTGACAC- - - = = = = = = = === mmmmmmm oo
TTCCACAACGAACAGC- - CTGACAC- - ACGCAC- GGGCAGCCGCCCGCCAGTAGTCGG- -

CTAAATTGCCGAGTTTTAAAAAATTAGTAAAAATT------------- GGAAAATCTGAT
--------------------- AATGAGAAAAGA- - - - - - - - - s e e e e e e o -
------------- TTCAAGAGGAGCAGGTAAAATTGT GTCAAGCCAATGAGCAACGTGCA
----- TCCCCCCACTTTACCTGCGCAGTTGTAAGT- - - TAGTGACTGT--------TGTG

----- TC------ TTGTAAATGTGCAGT- - - - - GTCC- TAGTGCCCAT- - - - - - - - TGTC
----- TC------ TTGTAAATGTGCAGT- - - - - GTCCCTAGTG- CCAT- - - - - - - - TGTC
----- TC- - ---- TTGTACATGCGCAGT- - - - - GTCCT- AGTGCCCAT- - - - - - - - CGTC

TTTTTTTCGTCGCAAAAATCTATAAA - - < - mmmmmmmme e oo ATTTGGGGTTTT
-------------------------------------------------- GTGCGGTTCT
ACATGCAACTTCCAACAAGCAAAAACCACAACAGT GCGT GT GCGGT GCAAGCCCGGCG- -
TGTAATCCCTT-- - - - - - - TAGCTATTTCATCAATTGGACT TCAGGGCATTATCAGTCCT

TGTCGCCC- - - === m = mmmmm e e o CCGCCTTGCCCCTACT- - - - - - GCACCGTGCT
TGTTG- CCrvmmmmmmmmmmmm e e o CCGCCTTGCCCCTACT- - - - - - GCCCCGTGCT
TGTTTCCC- - -« -mmmmmem e e - CGGCCTTGCCCCCGCCCGCCCCG- - - - - TGCC

1021. .. .. 1030...... 1040...... 1050...... 1060...... 1070.......

GTGGACATACG- - - - - - - - - - GGCCCACT CATCTCCCACCCAGGCCCCTGAC- - CAGTGA
GTGGACATCTG- - ---- - - - - GGCCCACT CATCTCCCACCCAGGCCCCTGAC- - CAGTGA
GTGGACATCTG- - - - - - - - - - GGCCCACTCATC- GCCCCTCC- = == === === === == = - A
GTGGACATCTG- - - - - - - - - - GGCCCACCAGTC- CCCACCCCGG- CCCTGAC- - CAGTGA
1081. .. .. 1090. ... .. 1100. ... .. 1110. ... .. 1120. ... .. 1130.......

----------- TCCCGTAAAAAT- - - - - - - CGATAAAATT--------------CTAGAT
------------------ GAAGT-------CCGCATCATT--------------C----T
CTCCGCCACGCACTGCCCA- - - - TTGGTGGCCGCCGATTTGCACCTGTTGTTCAGTTTAC
CTCCTCCTTCCTCTGCGTACAGTTTTTTTCCATTCCAT- - - - - CCGATTGTTTCCGAACA
CGACGAGAGGAATTTTTGCG- - ------- TGCATGCGT- - - - - G ----- TATCGT- GAG
-------------- TGTCCA---------TCCATCCGT-----G------TACGTT- GAG
CGAAGTCAGCCTCTGGTTAC- - ------- CCCACCCAT- - - - - C------- GCCCTAGAG
CGATTTCAGCCTCTGGTCAC- -------- CCCACCCAT- - - - - C------- GCCCTAGAG
GGCCCCCGGLCGCC- - - CCAC--------- CCC--------- - mmm e - - - - CTAGAG

1141.. ... 1150...... 1160...... 1170...... 1180...... 1190.......
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734
641
1053
936
773
634
876
822
858
655
867
1201

792
655
1095
988
813
652
922
869
901
655
911
1261

838
674
1114
1033
822
671
964
911
942
655
953
1321

894
702
1140
1077
830
685
1000
946
977
655
988
1381

950
740
1145
1121
843
685
1023
969
999
655
1014
1441

TTTTTCCGATTTTCTCGCATAAAATAGATCAAATTCTTTTTTTTTTCCAAACTATCCG- -
TTCTTCCCCT T T G- = = = - = = = - = o e s e e e e o o e e e e e e e o e e mo e mm e mm s
--CT--CGATTCGCT- - - GGC- GCGTGGT- TTAGCTTAGTTATTTTCCGTT---------
AGTT- - CCATGT-- - - - - ATAAATATGATCCTAGAACTGTAATTTCCCCTTTACACTTCA
TGTG- - CTGTTTGCG- - - ATGAGTGAGC- GTGAGATTGATCTT- - - - - - C-------- CT
TCAA- -CACTGCG------=-----------“-------- TCAT------ C-------- CA
TGCT- - CC-TGTG- T- - - ATAAGAATGA- ACTAGAGTTGTCAT- - - - - - TTTTCTCTTCA
TGCG- - CCTTGTG- T- - - ATAAGAATGA- ATTAGAGTTGTCAT- - - - - - TTTTCTCTTCA
TGCT--C--TGTG-T- - - ATGCGGATGA- TTTAGAATTGTCA- - - - - - - TTT-CTCTTTA
TGCT--C--TGTG- T- - - ATAAGGATGA- ATTAGAGTTGTCA- - - - - - - TTTTCTCTTCA
1201..... 1210...... 1220...... 1230...... 1240...... 1250.......
------ TGAAAATCGATAAAATACCTGTTTTTCCGTTAAAAATTAAT- - - - - - - - AAAAA
---------------------- ACCGGTCT-----------CTTCAT--------AGAGC
---------------------------- CAA- - --------AATCA- - - GTCTTAAACAC
ATGTTTTATTTATATAAAAATGTATTG--------------- TTCATACTTCTCAAAAAA
CTCT------- e N I i I I
TTCC------- ATATATAAAACACTA- - - - - - - s s m e e e e e e e e e e o -
CT- GGATGTTTATTTATAAAAGATTTGACCT---------- ATTCATGCGTCT------ -
CT- GGATGTTTATTTATAAAAGATTTGACCT---------- ATTCATGTGTCT-------
CT- GGATGTTTATTTAT- AAAGATCTGGCCT---------- GTTCCTGCGTCT- - - - - - -
CTCGCGATGTTTATTTAT- AAAGATTTGACCT---------- GTTCATACGTCT----- - -
1261..... 1270...... 1280...... 1290...... 1300...... 1310.......
CCTGATTTT----TCCTGTTTTTCATGAAAAATTACAAAAAAATCGATAAAATTCGTGGT
CGGCGATCTTCTTATATTGTTTGTCA- - - - = - = - - s s - s e e e e e oo oo e m - - GGT
CGAGGAAAA- - - - - - - e e e e CAATTTGCAATTAAGTTC- - - - -
AAGAGCCAGCT- - - - - - - TTTTTT--------- TCCCCCTCCCTTCTGTAACCTCTCGGT
--------------------------------------------- AAGAAGCC- - - - - - -
-------------------------------------- AGAAATAAAGAAAC- - - - - - - -
GTGGAGCAGCT- - - - - - - CCTGTC--------- T- CCCAACTATATAGTAATC-------
GTGGAGCAGC- - - ---- - CCTGTC--------- T- CCCAACTCTATAGTAATC- - ---- -
GCGGAGCGGCC- - - - - - - CTTGTC--------- T- CCCAGCTATCTA- TAACC- ----- -
GTGGAGCAGCT- - ---- - CTCGTC--------- T- - CCAACTCTATAGTAACC- - - - - - -
1321.. ... 1330...... 1340...... 1350...... 1360...... 1370.......
TTTTTTGTTGATTTTTCCGTAAAAATCGATAAAATTCGTGGTTTTTTT- - - TGTGG- ATT
L i I I I AGTAGAGAGACACAGTGGTTTTGTTCCTTGTGGCATG
-------------------------- ATAAA- - - - - o e e e e e e e e e et e e
CTCTTTGCTGCGT----------- ATATATTTAATCTTTAGCTGT- ATCTGTGTGG- - - -
--------------------------------------- CGATG----TGTGTGTG- - - -
-------------------------- ATTAGTAGACTGT---TG----CCTTGTGG- - - -
-------------------------- ATTAGTAGACTGT---TG----CCTTGTGG- - - -
-------------------------- TTAGCTAGAGTGTCG-------CCTTGTG- - - - -
-------------------------- TTAGGTAGACTGTTGTTG- - - - CGTTGTGC- - - -
1381..... 1390...... 1400...... 1410...... 1420. ... .. 1430.......

TTTTCGTGAAAAAT CGATAAAATTTGATCAAAACTTTTTTTTTCCAAATTTTCTCTGAAA
TCOTTCTCGAA- - - - - = - m & m et e f e ff e e e ieeoa oo
-------------------------------------- GATTTCCTTGTAAGTGCTGAGA
-------------------------------------- TTTT- - TCTTTCCCCCCTGTAA

-------------------------------------- GGTT- - CCTGTTG- - - CTGAGA
-------------------------------------- GGTT- - CCTGTTG- - - CTGAGA
-------------------------------------- GGTT- - CCTGTTG- - - CTGAGA



CELEGANS
FLOWER
FLY
FROG
DANI O
TROUT
VOUSE
RAT
HONC
Pl G
cow

CELEGANS
FLCOWER
FLY
FROG
DANI O
TROUT
VOUSE
RAT
HONO
Pl G
Cow

CELEGANS
FLCOWER
FLY
FRQOG
DANI O
TROUT
VOUSE
RAT
HONC
Pl G
cow

CELEGANS
FLOWER
FLY
FROG
DANI O
TROUT
VOUSE
RAT
HONC
Pl G
cow

CELEGANS
FLCOWER
FLY
FROG
DANI O
TROUT
VOUSE
RAT
HONO
Pl G
Cow

1010
750
1145
1143
863
686
1040
986
1016
655
1034
1501

1064
761
1175
1187
871
688
1049
995
1025
655
1043
1561

1124
787
1206
1225
889
693
1065
1011
1038
655
1057
1621

1184
796
1244
1236
889
693
1065
1011
1038
655
1057
1681

1239
853
1261
1253
889
693
1065
1011
1038
655
1057
1741

ATC- - - - - GATAAAATACCAGTTTTTTTCTGTTTTTTCGCTGAAAATTACCAAAAAAT- C
------------------------------------------------ ACAAAAACCA- C
-------- GATGTAATA- - =-=-«----=----ATTATGATTT- - - TTGCTATATCA- - -
ATTCCCTGGATGTAATA- - - = = - === o o - - ATTTGGATTAAGATTGCTGTATTGTTC
ATGC- = - = = w s mmm e m e e (/o Jf A
N
CTCCr - mm s mmmm e mem e e TTGGA- - = -« - mmmmemm e
CTCC- - = m s mmmmmmmmmme e TTGGA- - = - = - s mmmmmmmemm s
03 I e CTGGA- - === mmmmmmmmme e o
CCCG- - = = mmmmmmemm e TTGGA- - = - c - mmmmemem e
1501. .. .. 1510. .. ... 1520. .. ... 1530...... 1540. .. ... 1550.......
ACCTAATTACCGCT CAAAAACCCAAATTTTCCAATTTTCCCGCCTAAAAATCGATAATTC
ACATCATCA- - - - TCAAAAGC- - = - = = = = - = - - GTTGTTCCG- - = === === m e e = -
--------------- AGAAATCCTGCTCTT--------------TTACTTTTTATTTTGC
AGATATT- - - - - - GGAGTGAGGTCTCTCTT- - - === -=--- TATAGTTATATATT- -
------ T------GTAGCTATCGCTCTCGT- = - = -« == mmmmmmmmmmmmemmem o
------ L Y
------ T------GGAGCCACCCTTCCC - - - = < = = s = mmmmwmmmmmm o oo e
------ T------ GGAGCCACCCTGCCC - - - = = = == == == mmmmmmmmmemmamo s
------ T------GGAGCCGCC- - - CTCr = = = === s s e mmmemcmomeocmoo oo
------ T- - === GGAACCACC- - TCT T = == - s m s mmmmmmmmmmeme oo
1561.. ... 1570. ... .. 1580. ... .. 1590. ... .. 1600. ... .. 1610. ... ...
ACTCAATTTTCCCCGATTTTTCACCGATTTTCTCCGGAATTTCTCGTTTTTTTCCATTTT
----------------- TTTTCACC- = =« === === cmmmemememeeeeeecm o2 C
GCTCCA- - === mmmmmmmmmmmm - CAATTTTGTGTGCTCTTTGTTATTTGTTTTT- T- - -
---------------------------------------------- TTTGTTTTAAT- - -
1621.. ... 1630. ... .. 1640. ... .. 1650. ... .. 1660. ... .. 1670.......
TTCTCCAATTTTTCAGTCTAAACCGCTGTGATTTTTTTTCTA- - - - - TAACATTCCTATA
TTCTGTTATGTTTGTAATGAGACCGTTGCGGATTCTTCTGTTCCCAGTAAGATAACT- - -
------------------------------------------- CCATTATTATTATTAAA
------------------------------------------- ACAAAAAAAAAAT TAAA
1681. .. .. 1690. .. ... 1700. .. ... 1710. .. ... 1720. .. ... 1730.......
TTCTCCTAGGAGTTTCTCTTTTTTTTTTAATCTCACACAAAATTTCTATATTTTCCCTAG
----- GTGGGAG- - = - =-=-=-=-==-=-=------ ACACCCTATTTATATCGTTT-- - - - -
L AATGTTTA- - - ==« - ---
TTC------ CAGTCTGTGTTAACTGGTGA- - CCAGAACAAAATTTTAAAAGCAAAACCTG
---------------------------- C--CCGT----=-s-cmm=-=-=----GTGTG
---------------------------- A- - GCAT--«-«----=-c-u------GCCTT
------------------------------- CCTG----«----=-=-«------CCCTG
------------------------------- CCAG----«----=-=-=------CCCTG
------------------------------- ACCG- - -«-«----=-c-=-=2--CC---
------------------------------- GCAG----«-«--=-=-=------CCCTG
1741. .. .. 1750. ... .. 1760. ... .. 1770. ... .. 1780. ... .. 1790. ... ...
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1299
880
1270
1305
899
703
1074
1020
1044
655
1066
1801

1310
891
1276
1357
902
706
1134
1072
1074
655
1115
1861

1359
1294
1377

902
706

1113
655

1921

L TTTCGCT
N TTTTCCT
------------------------------------------------------ GTGTAT
CACATGTATGGTAAAGTTACATCTGCTGCTGGGGTTCAGTTA- - - - - - - CAGATTTC- CA
L IC1 T e
TAC- = = = = = = @ m @ e el
AACAGCCAGGGT GGAGGATAGAGT GCTACTGCT CCTCAGAGCT GGCTCCCAGCTGTGTCC
AACAGCCGGGGGGGGGTAGAGAGT- - - - - - - - TCCTCAGAGCTGGCTCCCAGCTGTGTCC
------------------------------ GGGCCCGTGGCCCTGCGCGGAGCTGTGTCC
GTTCGC- - -------- GGGCCAGT GT GAC- GGGCCGCTGGCGTGGTGCCGCTCCGTGTCC
1801. .. .. 1810. .. ... 1820...... 1830...... 1840. .. ... 1850.......
TCAAAAAATCCTC- - - === - = - - - AACAAAT GAGGAAAAATCCCCCCAATTTTCTTGTGA
AATAAAATTCC- - - = == - = s mmmmm e e - AGAAAAACTC- - = = = == === m o e e -
ATGTAAAGTTCGTT- - = -« -« mmmmmmmcmmm o - AAAC- - - = - m o e e
AATAAAACATCTCCAATCC- - = == - = mmmmmmm e mm o - A meme e
AATAAAAGT TCTCGGATGT G- - = = - = == = s o mmmmmm oo e me oo oo e
AATAAAAGTTCr - = = = = = = = = = m @ m e @ e o f e iioiiooo.
AAT- AAAGT TCTTGGATGTGAAAAAAAAAAAAAAAAAAAA- - - = - < - - oo meme oo
AAT- AAAGCT CTCAGATGT G- - = = - = = = = m = mmmmmmm oo me oo ooie e
1861.. ... 1870. ... .. 1880. ... .. 1890. ... .. 1900. ... .. 1910. ... ...

----------------------------- AAAAAGAAAAAATT
----------------------------- AAAAAAAAAAAAAA

---------------------------------------- ACA



