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121
72
92
32

43
12
151

181

130

AT GGCGGGAGAAAAT TCCGATAACGAGCCGTCTTCACC- - - = == == - = mm e me o e -
A = m o m e e o e e e e e e e e e e e e e e e e e e e e e e e e e e ke e e e e ook
CT------- TTAAACT- - = - === - = - - 07
N
A-cmmmme o AAAACT - - - = - === === - AGTCTACAGTC- -« == === mcm o e me oo
Grommmmmmmm e L I GTTCr - mmmmmmmmmmmmm e
Accmmmm e L GGTCCCCACCCTGCTCCTGCTGCTTGGCCTCC
1o....... 10, ....... 20.. ... .. 30........ 40. ... .. .. 50.........
- - - AGCTTCACCTTCTTCCGCTGGAT T= - = = = == s mmmmmmmmme o oo e e
---------------------------------------- GTGATATTTTATTGACACAA
B 7Yl i I ]

61....... 70. .. ... .. 80........ 90. . ...... 100....... 110........
------- CAACACAGA- - = - = = = = = @ m e o e o e oo
GGAAAGTTGTTACAGTCGGGTGTTCTTATAAACAT GTATGCAGAAGCGGGT GTCCACTGT
----------------- GGCTGATCGT GCTAACAACGATGACGACG- - - = = = = = = = - = - -
------ TCAAGGCAGACG- - TGr - = = = == === mmmmm o mmme o oo ie oo
----------------------- e Y e

121...... 130....... 140.. ... .. 150. . ... .. 160....... 170........
---------------------------- TCAGTTACCAATCAGTACAAGC- - - - - - - - - -
ATGACC- - - CAGACGTTAACAGCACTGCTTA- - - - - - - - TCGGAACTAG- - - - - - = - = - -
AAAAC- - = - = =« o m e e el CGGTGGCAGCTGGTGC- - - -

181...... 190....... 200....... 210....... 220. . ... .. 230........
------------------------------- CAAAAC- - - = == - m e mmmme e m o s
ACCGCAGCCCTGAGTTGGCTCGAT- - - - - TAGCAAACAT- - - - - - - - - - TTTCCCGCGCA
------------------- TCGAT- - - - - CGCCAGCCAC- - - = - === == TTCC- - - - - - -
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------------------------------- TCCGAAAATTTCTCCGATG- = - - - - - - - -
TTTTCGC- - = - m e e e m e e o - ACGCGTCGTCACA- = - = == === m = m oo e e o A
------------------------------------------------- GGTGGAGC- - -
TTCCTGCGGTCAGCT CCGGTCCTTCGACCGGT CGCCCAAT GTCTCCGAGGGT GGAGCCTA

301...... 310....... 320....... 330....... 340....... 350........
CAAGAT CGGCGGTACAAAACA- = - = = = = = - s s mm o e oo oo oo oo
B N 7
---------------------------------------------- GTGAGGA- - - - - - -

421. ... .. 430....... 440. . ... .. 450. ... ... 460. ... ... 470. .. ... ..
------------------------ AAGAA- - = -« == o s e oo oo -2 GAA
---------------------------------------------------------- AA
--------------------- GCTAAGCAC- - = - === == =-=-=----=----AACAGAC
-------------------------------------------------- GAGAACAGAA
-------------------------------------------------- TAGCGCAGA-

GAAGTCCCACACTGCCCTGTGGCTGAGAACCAGATGCCTAGGACTGTTACTAGAACAGAA

481. ... .. 490. ... ... 500....... 510....... 520....... 530........
GCAGC- - - - - - - - TGTAGATACCCA- = - = = = = === m e mm o e oo em e oo
GCA- = = = = = = = @ e e e el
GCA- - - - - CGTAATGGACAATCCCAGTTCACCACCGCCAAATACGCCCAGC: - - - - - - - -
---------------------------------------------- CCGAC- - - ------
GCAGC- = - = = = = = = = =@ m @ m e el
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64

80

99
691

52
721
155
328

71

87
114
159
751
112
781
172
386
115
141
166
214

806
167

841

--------------------- GATGCCGCC- - - - - - - - - - - GAACGCCGCGATCTGCGGG
--------------------- GATGCGGAT- - = == -« ===« Grmmmmmm e e mm o e -
---------------------------------------------------- AT GGCGG-
-------------------------- AGAAAATGGCG- - - = = = == === == m oo oo -
--------------------------------------------------- CAT GGCGG-
CCACGCACTTTTGGT GGTGAAGAT GCAGGAAAT GGAACT CAGAAT CTCGCGCATGTAGGG
------------------------------------------ AATTCCGCG- - - - - - - - -
601...... 610....... 620....... 630....... 640. ... ... 650. . ......
---------------- AGTCATTAGAG- - - = == == mmmmmemmmmme oo oo
0
---------------- ATTCTTCAGAGTCATTTAATATTGCAACAAGTCC- - - - - - - - - -
--------------- GATTCCTCAGAGT CGTTCAACATGGC- - - = = = == === === = - -
---------------- AGTCTTCTGAGTCTCTCTC- - - AGCATCTAGCCCT GCCCGTCAG
AAAGCAGGCTACCACGAGTCTTCTGAGTCCTTCTCGGCAGCATCTAGCCCT GCCCCTCAG
--------------- GAATCATCGGAATCCTTCACCATGGCAT CCAGCCCGGCC- - - CAG
661...... 670. . ... .. 680....... 690....... 700. . ... .. 710. . ... ...
----------------------------------- AAGGGCAGGGT CCCGGCGTGATG- -
------------------------------------------ GGCTC- === === === -
-------------------------- CACCAGCCCCACT CGAGGCT CTCGGCGGGGGGAT
CGGCGCCGGATCAGT GATCCCCTCACCT CCAGCCCAGGCCGCAGCT CCAGACGT GCTGAC

CGGCGACGGATCAGTGATCCCCTCACTTCCAGCCCAGGCCGCAGCTCCAGACGTGCTGAC
CGTCGGCGAGGCAATGATCCTCTCACCTCCAGCCCTGGCCGAAGCTCCCGGCGTACTGAT

721. ... .. 730. . ... .. 740. ... ... 750. . ... .. 760. . ... .. 770, .. ... ..
------------------------- ATGAGCC- - - - - - - - - - - TGACGAAGCG- - - - - - -
GCAATGACGT CGCCGGT TGGCGACT T TGAGCCGT TCGAGAAC- - GAGGACGAGATCCTGG
- - - ATGACGTTGAC- - - - GGCATCGATGAGATGTTCAACAAC- - GAGGACGAG- - - - - - -
- CCTTGACTTCCAGCCCTGGCC- - - - - GTGACCTTCCACCATTTGAGGATGAATCGGAGG
- - - CTGACCTCCAGCCCTGGCA- - - - - GAGACCTTCCTCCATTTGAGGATGAGTCTGAGG
GCCCTGACCT CCAGCCCTGGCA- - - - - GAGACCTCCCCCCATTTGAAGATGAGTCTGAGG
GCTCTTACCTCCAGCCCTGGCA- - - - - GAGACCTCCCCCCATTTGAGGATGAGT CCGAGG
GCCCTCACCTCCAGCCCTGGCC- - - - - GTGACCTTCCACCATTTGAGGATGAGT CCGAGG
781. ... .. 790. . ... .. 800....... 810....... 820....... 830........
-------------------------- GAGGAT GAAGAAGAAGAAGAAGGAGAAGATCTCT
GA-------- GATCAGACCG- TTCGCGAT GAGGCCGAGGAGGAGGAT GGCGAGGAGCT GT

GACT- TCTGGGAGACACTCTT- - CCTGATGAG- - - GAGGACGATGATGGAGAGGAGCTGA
GGCT- TCTGGGCACAGAGGGG- - CCCATGGAG- - - GAAGAAGAGGATGGAGAGGAACTCA
GGCT- GCTGGGCACGGAGGGG- - CCTGTGGAG- - - GAAGAAGAGGAT GGAGAGGAACTCA
GGCT- CCTAGGCACAGAGGGG- - CCCCTGGAG- - - GAAGAAGAGGATGGAGAGGAGCTCA
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1
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901
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7
497
120
255
6
280
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920
281
1
1
961

318
7
532
161
306
6
331
382
974
335
1

1
1021

355

7
532
211
366

462
1054
411
1

1
1141

TCAATGATACTTTTATGAACGCATTATCGGAAGATGGAT GAGAATGATCAGTATGAGTCTA
TCGGGGACAACAT GGAGAACGATTACCGGCCCATGCCTGAGCTGGATCACTACGATCCGG
GATCC- -
TAGGAGATGCCATGGAAAGGGATTACCGCCCTATATCTGAGCTGGATAGGTATGAGGT GG
TTGGAGACGCCAT GGAGAGAGACTACCGT GTAATCCCAGAGCT GGACCGCTATGAAGCGG
TTGGTGATGGCAT GGAGAGAGACTACCGTCCCATTCCGGAGCTCGATGTCTACGAGGCCG
TTGGTGATGGCAT GGAGAGAGACTACCGTCCCATTCCCGAGCTCGATGTCTACGAGGCAG
TTGGAGATGGCAT GGAAAGGGACTACCGCGCCATCCCAGAGCTGGACGCCTATGAGGCCG

CCGACGAGGATGA- - - - - - - - - - - - - CTTCTCGGAGATG- - - - - -
AGAGGATGAGGAGGGCGAGAATCTTTTCGGAGATGATATGG
T- - - GACGAAGAGGATGTTGAAGATCTGACT GCCAGCCAGCGGG
AGGGTCTGGA- - - - - - T- - - GAGGATGAAGATCTGAGTGAACTTTCACCCAGCGCTCGTG
AGGGATTGGC- - - - - - CCTGGATGATGAAGAT GT GGAGGAGCT GACAGCCAGT CAGAGAG
AGGGATTGGC- - - - - - CCTGGATGATGAAGAT GT GGAGGAGCT GACAGCCAGT CAGAGGG
AGGGACTGGC- - - - - - TCTGGATGATGAGGACGTAGAGGAGCT GACGGCCAGT CGAAGGG

CCGAGGCAGAAGCGGCGATGAGGAGACGCGAC- - - - ------ - - AGAGAACAAGGC- - - -
AGGCAGCTGAGCGGACCATGAGGCAGCGGGAC- - - - === - - - - - CGTGAGGCTGGC- - - -
AGGCAGCT GAGCGGGCTATGAGGCAGCGGGAC- - - - - - - - - - - - CGTGAGGCTGGC- - - -
AGGCAGCAGA- CGGGCCATGCGGCACGGTGAC- - ---------- CGGGA- GCTGGC- - - -

TCCCAGGGCGATCGCTTTGCCGCCGAGTCG
AT GGACGACGCAT CGGACGT CGGAAGT CTCT CGGT GAGCGCCCGCCGT GCCGCCGAACGT
TGAGAAGAGGCCT - = - = = = = = = = = === s = e mmmmmmem e o e e

----- CTTGGCATGGGCC- - - - == == - = - = - = - - - - - GCATCGGACGTGGACTCCTTTAC
----- AGAGGCCTGGGAC- - - = - = - = - = = = = - - - - - - GCATGCGCCGGGGGCTGCTCTAT
----- AGAGGCCTGGGTC- - - - === -=-=-=------ GCATGCGTCGT GGGCTGCTGTAT
----- CGGGGC- - TGGGC- - - - == - = - = - = - - = - - - - GCATGCGCCGTGGGCTCCTGTAT
1081.. ... 1090. ... .. 1100. ... .. 1110. ... .. 1120. ... .. 1130.......
------- CTCATCTTCTTCACGATAAC- - = - =-«-«--=-«---------GATTCAGATG
GAGAT G- - - = = = = = = =@ m e e n oo
GAGATGGCTCAGCGTGATC- - - - - AACTGC- - - - TCGACGACGATGCTCTGATGTACGAG
GACA- - = = = = s e e iiioiioo..
G = = = m m e o e e e e e e e e e e e e e e e i i
GGTATGTGTGGAGGGCATC- CCATAGGT GCCACTTGGACCACCAAAGCCT- - - - - - CGGG
1141. ... . 1150. ... .. 1160. ... .. 1170. ... .. 1180. ... .. 1190.......
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ATTGGAACTATAGAC- - - - - = = - = - - - CTTCGAAGAGGT CTCGAACTACGGT- TCCACCG
--------------------------- CGTCGACGCGACCG- GGCCGCCGGAATCCACCG
GATGGAGATAGCGAGGAGGT TGACACACGT CGT CGTGGACGT GGACGT CGCGGT CGA- GG
- - - - GTGA- - - AGACGAGGATGACAAACG- - = = = = == === mmmmemmmme oo
AGTGGGGA- - - AGACAT GGGT GGCAAGT GTGCAAAGGATGCTGG- - - - - = == === = - = -
1201.. ... 1210. ... .. 1220...... 1230...... 1240. ... .. 1250.......
AGAGG- TAATGGT GGTGATCCTGATGGGA- - = = = = == === mmmmemmmme oo
CGACGATCGTGATCTGGGT TTCGGTCAG- - - = - = = = = = = = m e me oo mw oo oo
TGATGCTGCTGATGACGATTCGGT TCCGAT GGAGGAAGAGGACATTCCTGTAGATATTCT
- GAGAGACTTGCTCAC- - = == === == mmmm o e - AGGAGTTCCTTGCT- - = - === - - -
1261.. ... 1270. ... .. 1280. ... .. 1290. ... .. 1300. ... .. 1310.......
- - - - ATCCTCCAAGTTCG- - - - - - CCAGGAGTGTCACA- - = = === == mmmmme e e o
--------------- TCG- == === CCrmmmmmmmmmmmmmm e oo e
------------------------------------- TCCGATGATGAGGACGACGTTGG
CGAGAACAT CCGCGGTCGAACAAT CCGT GATCACGTCTCCGATGAGGCTGTC- - - - - - - -
------------------- ACT- - CTATGACAGCGACGAAGAGGAGGAAGA- - - - - - - - C
---------------------------------- GCCTACGAAGAGGCAGC- - - - - - - - G
----------------------------- ACAGCAGCGAGGAAGATGAGGA- - - - - - - - G
------------------- ACTACCCAAGACAGCGACGAAGAAGATGAGGA- - - - - - - - G
---------------------------- GACAGCGAT GAGGAGGACGAGGA- - - - - - - - G
1321.. ... 1330...... 1340. ... .. 1350. ... .. 1360. ... .. 1370.......
------ GCCAGATATCTCTATGACTGATCA- - - = -« - mmmmm oo mmm oo oo
ACCCCGGGCC- - AAGAGACGAGCTGGCGA- - - = - - - - - - GAAG- - = === m = m e
------- GCC- - AAG- - - - GAGATTGAGC- - - - - - - - - - GAAGATTCAAGAATTTCCTTC
AGGCCAGCT CGAAAGCGC- - - = = = = = ===« === mz e = - AGGATGGCTGAACGT- - - - -
TGTCCTGGCAGAGAGAGCAGCC- - - - - GAAGGT GGAGCGATGGAGGGC- - - - - - - - - - - -
CGGCCTGCCCGTAAGCGCCGCCACGT AGAACGCGCCACAGAGGATGGC- - - - - - - - - - - -
CGGCCTGCCCGTAAGCGCCGCCACATAGAGCGT GCCACAGAGGATGGC- - - - - - - = - - - -
CGCCCTGCCCGCAAGCGCCGC- - CAGT GGAGCCGGCACGGAGGACGGC- - - - - - - - - - - -
1381..... 1390. ... .. 1400. ... .. 1410. ... .. 1420. ... .. 1430.......
- - AACTGATGATTATCAAGATGAGGAT GATAAT GATGATGAAGCAGAGT- TTGAGATG- T

GCAGCTGTTGGC- - - GAGGTAGAGGACACCGA- - - - GATGGTGGAGTCTATTGAAAACCT
GAAGCT- - - - TC- - - CACGAACCGGGCAACAA- - - - GCAGACCAAGTATATTCA- - --- -
GCAGCTGAAGGGGCT CCTGAGGAAGAT GAAGA- - - - GATGATTGAGAGCATTGAAAACCT
--------------------- GAGGATGAAGA- - - - GATGATCGAAAGCATTGAGAACCT
------------------ GAGGAGGAT GAAGA- - - - GATGATCGAGAGTATTGAGAATCT
------------------ GAGGAGGATGAAGA- - - - GATGATTGAGAGTATTGAGAACCT
------------------ GAGGAGGACGAGCA- - - - GATGATTGAGAGCATCGAGAACCT
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735
573
499

533
572
1296
519

1501

650

12
795
597
558

592
631
1355
578

1561

710

12
845
647
609

643
682
1406
629

1621

753

12
905
662
669

703
742
1466
689

1681

806

12
965
680
729

763
802
1526
749

1741

ATAGGAT- TCAAGGAACTCT- - - - GAGGGAATGGGTTATGAGAGATGAAGT GAG- ACGGT
GGAGGATACCAAGGGACACTCAACTAAAGAGT GGGTCAGTATGCTAGGACCACGCACGGA
-------------- GATGATCAAATCTATGGCGG- - --------------------CGGA
AGAGGATATGAAGGGTCATACCGTAAGAGAGT GGGTGTCAATGGCAGCCACTCG- ACTGG
GGAGGACAT GAAGGGCCACACGGT GCGCGAGTGGGTTTCTATGGCCGCACCACG- ACTGG
GGAGGACCT CAAGGGCCACTCGGT GCGCGAGCGGGT GAGCAT GGCAGGGCCCAG- GCTGG
GGAGGACCT CAAGGGCCACT CGGT GCGAGAGT GGGT GAGCAT GGCAGGGCCCAG- ACTGG
GGAGGATCTCAAAGGCCACTCTGT GCGCGAGT GGGT GAGCAT GGCGGGCCCLCLCG- GCTGG

- AATCGCCAATCGCTTTCAATCCTTTTTGAGAACTTTTGT-------- - GGATGAAAGGG
TAATCGGGAATCGCTGGAAGTCAGTTTTACGCGATCTTAGT--------- - GATGATAACG
AGATTTATCATCGCTTCAAGAATTTCTTGAGAACTCACGT--------- TGATGAGCATG
AGATCTACCACCGCTTCAAGAACTTCCTGCGCACGCACGT--------- GGATGAGCACG
AGATCCACCACCGCTTCAAGAACTTCCTGCGCACCCACGT-------- - GGACAGCCATG
AGATCCACCACCGTTTCAAGAACTTCTTGCGCACCCACGT--------- GGACAGCCATG
AGATCCACCACCGCTTCAAGAACTTCCTGCGCACTCACGT------~--- CGACAGCCACG
1561..... 1570...... 1580...... 1590...... 1600...... 1610.......
GAGATATTGAAT- - ATGTTCCTAATAAGTGCAGTCTGGAAA- - - - - - - - - - - - - - - TTGA

GCGCATACACCTATCGTGATCGCATACGT CGGATGT GCGAGCAGAACATGTCTTCGTTCG
------------------------------------ GAGAGCAGAACATCT---------
GGCATAATGTCTTCAAAGAGAAAAT CAGTGACATGTGCAAAGAAAACAAGGAAAGCCTGC
GACATAATGTGTTTAAAGAGCGCATCAGCGACATGT GCAAAGAAAATAAGGAGAGTTTGC
GCCACAACGTCTTCAAGGAGCGCATCAGTGATATGT GCAAAGAGAACCGTGAGAGTTTGG
GCCACAACGTCTTCAAGGAGCGTATCAGTGATATGT GCAAAGAGAACCGGGAGAGTTTGG
GCCACAACGTCTTCAAGGAGCGCATCAGCGACATGT GCAAAGAGAACCGT GAGAGCCTGG

TCGCTCTCCTACACTGATCTGGCCAACAAGGAACACGTATTGGCCTATTTCCTGCCCGAGG
------------------------------------------ CATACTTCCTGCCAGAAG
CAGTAAACTATGAAGATCTTGCTGCTCGTGAGCATGTGTTGGCATATTTCTTGCCAGAAG
TGGTGAACTATGAAGAGCT GGCTTCCAGAGAGCATGTGTTGGCGTATTTTCTACCAGAAG
TGGTAAATTATGAAGACCT GGCAGCCCGGGAGCACGTGTTGGCATACTTCCTGCCGGAAG
TGGCTAAATTATGAAGACCT GGCAGCCCGGGAACATGTGTTGGCATACTTCCTACCCGAGG
TGGTGAACTATGAGGACTTGGCAGCCAGGGAGCACGTGCTGGCCTACTTCCTGCCTGAGG

CTCCCTTTCAAATGCTCGAGATTTTCGATAAAGTGGCTAAGGACATGGTGCTCTCCATTT
CTCCGAATGAGATGCTTGCGATTAT GGATCGCGCCGCCACTGAAGTCGTGATGAACATGT
CTCCTGCTGAAATGCTTAAGATATTTGATGAAGCT GCCAAAGAGGTAGTATTGGTCATGT
CTCCTGCCGAAATGCTGAAGATCTTTGACGAAGCAGCAAAAGAAGTTGTACTTGCCATGT
CACCGGCTGAGTTGCTGCAGATCTTTGACGAGGCT GCCCTGGAGGTCGTGTTGGCCATGT
CACCCGCTGAGCTGCTGCAGATCTTCGATGAGGCT GCCCTGGAGGTTGTGCTGGCCATGT
CACCGGCGGAGCTGCTGCAGATCTTTGATGAGGCT GCCCTGGAGGTGGTACTGGCCATGT



FLCOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONVC
Pl G
Cow

FLCOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONC
Pl G
Ccow

FLOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONGO
Pl G
cow

FLCOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONVC
Pl G
Cow

FLCOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONC
Pl G
cow

866
12
1025
740
789
6
823
862
1586
809
1

1
1801

879
12
1085
774
849
6
883
922
1646
869
1

1
1861

917
12
1141
791
889
6
923
962
1686
909
1

1
1921

977
12
1141
851
900
6
934
973
1697
920
1

1
1981

1037
12
1160
911
935
6
969
1008
1732
955
1

1
2041

TCCCCACTTACGAACGTGTCACCACAGAGATTCACGTGCGCATCTCGGAGCTGCCGCTGA
ATCCATTCTACTCCCGAGTCTGCAATGAGATCAA- - - - - - - - o e o e e e e e oo o - -
ACCCCAAATATGACCGAATTGCTCGGGAGATTCATGTCCGCATATCTCATCTTCCTCTGG
ACCCCAAATACGACCGAATTGCACATGAAAT CCACGT CAGAATCGGTAATCTACCATTGG
ACCCTAAATATGACCGTATCACCAACCACATCCATGTGCGCATCTCCCACCTGCCTCTGG
ACCCTAAATATGACCGCATCACCAACCACATTCACGTGCGCATCTCCCACCTGCCTCTGG
ACCCCAAGTACGACCGCATCACCAACCACATCCATGTCCGCATCTCCCACCTGCCTCTGG

1801.. ... 1810. ... .. 1820.. .. .. 1830.. .. .. 1840. ... .. 1850.......
---------------------- GAATATTCACACGAAGATATATGTTCGTGTTACCAACC
TCGAGGAGCT GCGCACAT T CAGAAAACT GCATCTGAACCAGTTGGTTCGCACTTTG- - - -
------------------------------------------- GGTTCGCATTTCGCAGC
TAGAAGAGCTGCGTTCTTTAAGGCAGCTACACTTGAACCA- - - = = = == === m e = w = -
TGGAGGAGCTTCGAT CACT CAGGCAACT CCACTTGAATCA- - - = - === mmmme o e o -
TGGAGGAGCTGCGTTCACT GAGGCAGT TGCACCTGAACCA- - - = = = = === == - == o= o -
TGGAGGAGCT GCGTTCACT GAGGCAGCTACACCTGAACCA- - - = = = =« === == o e o e o -
TGGAGGAGCT GCGCT CGCTGAGGCAGCT GCATCTGAACCA- - - = = = =« === mwm e o e o -
1861. .. .. 1870...... 1880. .. ... 1890. ... .. 1900. ... .. 1910. ... ...

TTCCAGTCGAGGAGGACATCCGAATGCTTCGTCAGGTGCATCTTAACATGCTCATCCGTA
------------------------------------------------- GCTGATACGCA
------------------------------------------------- GCTGATCCGCA
------------------------------------------------- GCTGATCCGTA
------------------------------------------------- GCTCATCCGTA
------------------------------------------------- GCTGATCCGCA

----- GGCGTGGTAACTGCCACCA- - - = - = - - s o e e e e e o e e e e e e o - -
CCGCCGGTGTTGTCACTATCGCCAGTGGAATTCTGCCGCAGTTGGCGGTTGTTAAATACG
CAAGTGGTGTGGTGACCTGTTGCACAGGAGTCCTG- - - - === - === --------------
CTAGTGGTGTCGTGACCAGCTGCACTGGAGTTCTT- === === == === -------
CCAGTGGCGTGGTGACCAGCTGCACCGGAGTCCTG- - - - === - === --------------
CCAGCGGTGTGGTGACCAGCTGCACTGGAGTCCTG- - - - === == === === === -----
CCAGTGGGGTGGTGACCAGCTGCACTGGCGTCCTG- - == === == == === - - oo - - - - - -
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--------------------------------------------------------- CCG

GAGTTCTTCCCCAGCTATCCGTGATCAAGTACGACT GCGTTAAGT GCGGCTATGT GCTGG
GACGTCTTCCCCr - - = - = = m @ e et e et ettt d e m e
-------- CCGCAGCTCAGTATGGT GAAATACAATTGTAATAAGTGTAATTTCATCCTCG
-------- CCTCAGCTTGGGAT GGTCAAATACAACT GTAACAAGTGTAACTTTATTTTGG
-------- CCCCAGCTCAGCATGGT CAAGTACAACT GTAGCAAGT GCAACTTTGTACT GG
-------- CCCCAGCTCAGCATGGT CAAGTATAACT GTAGCAAGT GCAACTTTATACTGG
-------- CCCCAGCTCAGCATGGT CAAGTACAACT GCAACAAGT GCAATTTCGTCCTGG

GGCCGTTCTTCC- AGTCTCAGAACCAGGAGGT GAAGCCGGGCTCCTGTCCTGAATGTCAG
GGCCTTTCTGCC- AGTCTCAGAATCAGGAGGT GAAGCCTGGCTCCTGCCCTGAGT GCCAG
GGCCTTTCTGCC- AGTCTCAGAACCAGGAGGT GAAGCCTGGTTCCTGCCCTGAGTGCCAG
GTCCTTTCTGCC- AGTCCCAGAACCAGGAGGTGAAACCAGGCTCCTGTCCTGAGTGCCAG

TCGCTCGGGCCCTTCGAAAT CAACATGGAGCAGACGGT GTACCAGAACTACCAGCGCATC
TCTGCTGGGCCCTTTGAGAT CAACAT GGAGGAGACCATCTATCAGAACTACCAACGTATC
TCAACTGGGCCCTTTGAGAT CAACATGGAGGAGACCATCTATCAGAACTACCAACGGATC
TCGGCCGGCCCCTTTGAGGT CAACATGGAGGAGACCATCTATCAGAACTACCAGCGTATC
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1183

1342
1107
1106

12
1140
1179
1903
1126

2401

1243

12
1402
1117
1166

1200
1239
1963
1186

2461

1303

12
1462
1177
1226

12
1260
1299
2023
1246

2521
1342

1467
1237
1244

1278
1317
2041
1264

2581

1343

12
1502
1289
1266

1300
1339
2063
1286

2641

ACAATCCAAGAGAGT CCAGGAACAGTGCCTGCTGGACGACTTCCAAGACACAAAGAAGTT
ACGCGTTGCAGGAGT CGCCAGGCAGGATTCCAGCCGGACGCATTCCTCGCAGCAAGGATGTC
-------------------------------------------------- TAAAGATGTG
ACAATTCAGGAGAGT CCAGGGAAAGTGGCAGCTGGCAGGTTGCCACGTTCAAAGGATGCA
ACCATTCAGGAGAGT CCTGGGAAAGT GGCTGCTGGT CGCCTGCCTCGAT CTAAAGACGCC
CGCATCCAGGAGAGT CCCGGCAAGGT GGCGGCTGGCCGACTGCCCCGTTCCAAGGATGCC
CGCATCCAGGAGAGT CCCGGCAAGGT GGCAGCT GGCCGGCTGCCCCGTTCCAAGGATGCC
CGAATCCAGGAGAGT CCAGGCAAAGT GGCGGCTCGGCGGCTGCCCCGCTCCAAGGALCGCC

ATTTTGCTCGCTGATTTGTGTGATCAATGCAAGCCT GGAGAT GAACTTGAGGT CACAGGT
ATTCTTCTCGGTGATCTCTGTGATTCATGTAAACCT GGAGACGAGATCGAGGTGACCGGC
ATCCTGCTTGCAGATCTTGTTGACAGCT GCAAACCAGGGGATGAAATTGAACTAACT GGA
ATCCTGCTTGCAGACCTGGT GGACATGTGTAAACCCGGAGATGAGATCGAGCTCACTGGA
ATTCTCCTCGCTGATCTGGT GGACAGCT GCAAGCCAGGGGACGAGATTGAGCTGACCGGC
ATCCTCCTTGCTGATCTGGT GGACAGCT GCAAGCCAGGAGACGAGATAGAGCTGACCGGC
ATTCTCCTCGCAGATCTGGT GGACAGCT GCAACGCAGGAGACGAGATAGAGCTGACTGGC

ATATA- = - - = = w e o e e e el
GTCTACACGAACAATTTCGACGGATCGCTCAACTATAAGCAGGGATTCCCAGTGTTCAAT
ATCTAT- - - CACAAT- - - - === === o= - - - N I
ATCTAC- - - CACAAC- - - - == === - == - - AACTAT- - <= mcmmmmmmm oo
ATTTAC- - - CATAAT- -« - === oo mu- AACTAT- -« = o cmmem i mmem e
ATTTAC- - - CACAAT- - - - == === - oo - - AATTAT- - - mcmmmm e i e oo
ATCTAT-- - CACAAC- - - - == === == -=- AACTAT- - <= c o oo oo oo
2521..... 2530...... 2540. ... .. 2550. .. ... 2560. .. ... 2570.......

----------------------- TACCAATAACTAC- - GATGGCT CCTTGAACACCGACC
ACGTTGATCCACGCGAAT CATATCACCAATAAAGACAAGATGGC- - - - - - - - GTCGGATC
-------------------------------------- GATGGATCTCTCAACACTGCTA
-------------------------------------- GACGGCTCTCTAAACAT GGCCA
-------------------------------------- GACGGCT CGCTTAACACCGCCA
-------------------------------------- GATGGCTCACTTAACACCACCA
-------------------------------------- GATGGCTCCCTCAACACTGCCA

ATGGTTTTCCGGTGTTTGCGACCGTTATCCTTGCCAAT CACATCACTAAGAAAGATGACA
-------------- TTCGCTACGGT CATCATGGCCAAT CACATCGCTCGGAGAGACAACA
ATGGTTTCCCCGTCTTCGCCACCGTGATCTTAGCCAATCACATCGCTCGAAAGGACGAGG
ACGGCTTTCCAGTCTTTGCCACTATTATCTTGGCCAACCATGTTGCCAAGAAGGACAACA
ACGGCTTTCCCGTCTTCGCCACCATCATCCTGGCCAACCACGTTGCCAAGAAGGACAACA
ATGGCTTCCCTGTCTTTGCCACTGTCATCCTAGCCAACCACGT GGCCAAGAAGGACAACA
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1403

1562
1291
1326

58
1360
1399
2123
1346

2701

1463
12
1622
1334
1386
118
1420
1459
2183
1406

2761

1517
12
1676
1388
1440
172
1474
1513
2243
1460

2821
1577

1733
1445
1497

229
1531
1570
2300
1517

2881

1634
54
1793
1505
1557
289
1591
1630
2360
1577

2941

TCTTCTCTGCGTACAAGCTAACCCAAGAAGACAAGACACAAATCGAAGAGCTATCCAAGG
AGCAGGTAGTGCAGTCGCTTACGGACGAGGACATTGCCACCATTCAGAAGTTGAGCAAGG
----------------- CTGACCGATGAGGATATCAAGGCGATTCGTGAGCTCTCCCAGG
AAGTAGCAGT GGGGGAGCT GACAGATGAGGATGT CAAGGCAATTGTAGCACTTTCCAAAG
AAGT GGCCGT GGCCGAGCT CACT GACGAGGACGT CAAGGCCATCGTGGCGCTGTCTAAGG
GCGT GGCT GT GGCGGAGCT CACCGAT GAAGACGT CAAAGCCATCGTTGCACTGTCCAAAG
AAGTAGCT GT GGGGGAGCT CACCGATGAGGACGT GAAGATGATCACCGGTCTCTCCAAGG
AAGT GGCCGT GGGT GAGCT CACT GATGAGGACGT GAAGATGATCACCAGTCTTTCCAAGG
AGGTTGCTGTAGGGGAACT GACCGATGAAGAT GTGAAGATGATCACTAGCCTCTCCAAGG

2701. .. .. 2710. .. ... 2720. ... .. 2730. ... .. 2740. ... .. 2750.......
ATCCACGAATAGTTGA- - - - - - ACGTATCATTAAGTCAATTGCTCCGTCAATATATGGCC
ATCCGCGTATCGTAGA- - - - - - GCGTGTAGTAGCATCCATGGCGCCTTCTATATACGGAC
ATCCGAATATCTCGCA- - - - - - ACGAGTGTTCTCATCGATTGCACCGTCCATCTATGGAC
ATGAACGGATTGGAGAAA- - - - - - GAATATTTGCAAGCATTGCTCCATCTATCTATGGGC
ACGAGCGCATCGGGGAGAGG- - - - - - ATCTTTGCCAGTATCGGCCCCTCCATCTACGGCC
ACGAGCGCATTGGCGAAAGG- - - - - - ATTTTCGCAAGTATTGGACCCTCAATCTACGGAC
ATCAGCAAATTGGAGAGAAG- - - - - - ATCTTTGCCAGCATTGCACCCTCCATCTATGGGC
ATCAGCAAAT CGGAGAGAAGGCAGGTATCTTTGCCAGCATTGCGCCCTCCATCTATGGGC
ATCAGCAGATCGGAGAGAAG- - - - - - ATCTTTGCCAGCATTGCTCCTTCCATCTATGGTC
2761. .. .. 2770...... 2780...... 2790...... 2800...... 2810.......

ATGATTATATCAAGAGGGCGCTGGCCTTAGCTCTCTTTGGGGG- - - TGAGT CAAAGAATC
ATGACGATGTTAAGAGAGCTATTGCGTTGGCATTGTTCAGAGG- - - AGAAGCTAAGAATC
ATGAAGATATTAAGCAGAGGGCTGGCACTTGCTTTATTTGGCGG- - - AGAAGCAAAAAACC
ACGAGGACATCAAAAGAGGCCTGGCTCTGGCTCTGTTTGGT GG- - - AGAGCCCAAGAATC
ACGAGGACATTAAACGTGGTCTGGCACTTGCTCTGTTTGGTGG- - - CGAAGCTAAAAATC
AT GAAGACATCAAGAGAGGCCTGGCTCTGGCCCTGTTTGGAGG- - - GGAGCCCAAGAACC
AT GAAGACAT CAAGAGAGGCCTGGCTCTGGCTCTGTTTGGAGG- - - GGAGCCCAAGAACC
ATGAAGACATCAAGAGAGGCCCTGCTCTGGCCCTGTTCGGAGG- - - GGAGCCCAAAAACC

AAGG- - - GAAACACAGATTGCGTGCGAGATATTAATGTACTTTTACTAGGT GATCCAGGAA
------------------ TGCAGGGGAGACATAAATCGTTCTTCTTCTCGGT GATCCAGGGA
CCGGTGAGAAACACAAGGT TAGAGGTGATATAAACCTACT CATCTGT GGAGATCCCGGAA
CGGGAGCCAAGCATCGTCTTAGAGGAGATATTAATGTTCTTCTTTGT GGAGATCCTGGAA
CTGGAGGGAAACACAAAGT CCGTGGTGATATTAATGTCCTATTGT GCGGT GATCCAGGAA
CAGGTGGGAAACACAAGGT TCGT GGGGACCTTAACGT GCTCCTGT GCGGTGACCCCGGTA
CAGGT GGGAAGCACAAGGT GCGTGGTGATATAAACGTCCTCCTGT GTGGAGATCCCGGCA
CAGGTGGAAAGCACAAGGTTCGAGGTGACATTAATGTGCTCTTGT GTGGGGACCCT GGCA
CAGGTGGAAAGCACAAAGT TCGAGGTGACATCAATGTGCTCCTGT GT GGGGACCCT GGCA
CAGGTGGCAAGCACAAGGTACGTGGTGATATCAACGTGCTCTTGT GCGGAGACCCTGGCA

CAGCAAAATCACAATTTCTGAAGTATGT TGAAAAAACT GGT CAAAGAGCTGTCTACACGA
CAGCCAAGTCTCAGTTTCTCAAGTATGTTGAAAAAACT GGACAGAGAGCTGTATACACTA
CGGCAAAGTCGCAGTTCCTCAAGTACACCGAAAAGGTTGCGCCACGTGCCGGTTTTCACGA
CCGCCGAAATCTCAATTCCTGAGATATGCTGCTCACATCGCACCACGATCCGTTCTCACGA
CTGCCAAATCTCAGTTCCTGAAATATGT GGAAAAAGT AGCCAGT CGGGCCGTATTCACCA
CGGCCAAGTCCCAGTTCTTAAAGTACGT TGAGAAGGT GGCCAGCAGAGCCGGTGTTCACCA
CGGCTAAATCTCAGTTCCT GAAGTACGT GGAGAAGGT GGCGAGT CGAGCCGGTGTTCACCA
CAGCAAAGTCCCAATTCCTCAAATACAT CGAGAAAGTGTCTAGCCGTGCCATCTTCACCA
CAGCCGAAGTCCCAGTTCCTCAAATACAT CGAGAAAGTATCTAGCCGTGCCATTTTCACCA
CAGCCGAAGTCGCAGTTTCTCAAGTATATTGAGAAAGT GTCCAGCCGAGCCATCTTCACCA
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1694

114
1853
1565
1617

349
1651
1690
2420
1637

3001

1754

174
1913
1625
1677

409
1711
1750
2480
1697

3061

1814

234
1973
1685
1737

469
1771
1810
2540
1757

3121

1874

294
2033
1745
1797

529
1831
1870
2600
1817

3181

1934

354
2093
1805
1857

589
1891
1930
2660
1877

3241

CTGGAAAGGGAGCTTCTGCTGTTGGTCTAACCGCAGCAGTACACAAAGATCCAGTTACAA
CTGGTAAAGGGGCTTCTGCCGTGGGTCTTACTGCCGCGGTTCATAAGGATCCAGT CACAA
CTGGGCAGGGAGCCAGTGCCGTGGGTCTCACGGCTTATGTGCGCCGCAATCCAGTATCTC
CTGGACAAGGAGCATCAGCTGTCGGATTAACCGCCTACGTGCAACGTCATCCTGTGACAC
CAGGACAGGGTGCCTCTGCTGTAGGTCTGACAGCCTATGTGCAGCGCCATCCAGTTACTA
CAGGCCAGGGAGCCTCCGCTGTGGGCCTGACCGCCTACGTACAGAGACACCCAGTCACCA
CAGGACAGGGAGCCTCCGCTGTGGGT CTGACGGCTTACGT GCAGCGGCATCCCGTCAGCC
CTGGCCAGGGTGCGTCAGCAGTGGGTCTCACCGCGTACGTTCAGCGGCATCCCGT CAGCA
CCGGCCAGGGTGCGTCAGCCGTGGGTCTCACAGCGTATGTTCAGCGGCATCCTGTCAGCA
CTGGCCAGGGGGCGTCGGCTGTGGCCGTCACGGCGTATGT CCAGCGGCACCCTGTCAGCA

GGGAGTGGACGCT TGAAGGAGGGGCTCTTGTACTTGCT GACCGAGGAATTTGTCTTATCG
GGGAGTGGACTCTTGAAGGCGGGGGCGCTTGTTCTAGCT GACAGAGGAATTTGTCTTATTG
GGGAGTGGACATTGGAAGCGGGTGCTCTGGTTCTGGCT GATCAGGGAGTTTGTCTAATCG
GTGAATGGACATTGGAAGCCGGAGCCATGGTTCTCGCTGATAAGGGTGTCTGCCTGATCG
AGGAATGGACATT GGAAGCTGGAGCTCTTGT CTTGGCAGACAGGGGTGTTTGCTTAATTG
GGGAGTGGACCCT GGAGGCTGGAGCCCTGGT GTTAGCAGACAGAGGAGTCTGTCTCATCG
GAGAGT GGACGCT GGAGGCCGGAGCGTTAGT GCTGGCGGACAGAGGAGTGTGTCTTATTG
GAGAGT GGACCTTAGAGGCGGGAGCCCTGGTTCTGGCT GACCGGGGGGTGTGTCTCATTG
GAGAGTGGACCTTAGAGGCTGGAGCCCTGGT TCTGGCCGACCGGGGAGTGTGTCTCATTG
GGGAGTGGACCTTGGAGGCTGGGGCCCTGGTTCTGGCT GACCGAGGAGTGTGTCTCATTG

ATGAGTTTGACAAGATGAACGACCAGGACAGGGT GAGTATCCATGAAGCCATGGAACAAC
ATGAGTTTGACAACATGAATGACCAGGATAGGGT GAGCAT CCATGAAGCCATGGAGCAGC
ACGAGTTCGACAAAATGAACGACCAGGATCGTACCTCTATTCACGAAGCCATGGAGCAGC
ATGAGTTCGATAAGATGT CCGATCAGGATCGTACGT CGATTCACGAAGCAATGGAGCAGC
ATGAGTTTGACAAGCATGAATGACCAGGACAGAACCAGTATTCATGAAGCCATGGAACAGC
ACGAGTTTGATAAGATGAAT GAT GCAGACAGAACCAGT AT CCATGAGGCCATGGAACAAC
ATGAGTTCGATAAGATGAACGAT CAGGACAGAACCAGCATTCACGAGGCGATGGAGCAGC
ACGAGTTTGACAAGCATGAAT GACCAGGACAGGACCAGCAT CCACGAGGCCATGGAACAGC
ATGAGTTTGACAAGATGAAT GACCAGGACAGGACCAGCAT CCACGAGGCCATGGAGCAGC
ATGAATTTGACAAGATGAATGACCAGGACAGAACCAGCATCCATGAGGCCATGGAGCAAC

AGAGTATTAGTATATCGAAGGCAGGAATAGTTACTTCTCTTCAAGCTCGTTGCTCTGTTA
AGAGTATAAGCATATCAAAAGCTGCGAATTGTTACATCTCTTCAGGCACGCTGTTCTGTTA
AGTCTATTTCGATTTCCAAGGCTGGTATTGTCACCTCTCTTCAAGCTCGTTGCACCGTGA
AGTCGATTTCGATTTCCAAGGCCGGAATTGTTACATCTCTCCACGCCCGATGCACGGTCA
AAAGTATTTCCATCTCCAAGGCAGGCATTGTAACCTCTCTGCAGGCCCGATGCACAGTTA
AGAGCATCTCCATCTCCAAGGCTGGCATCGT CACCTCGCT CCAGGCACGCTGTACTATCA
AGAGCATCTCCATTTCCAAAGCAGGAATCGTGACTTCTCTCCAGGCCCGCTGCACCGTCA
AAAGCATCTCCATCTCCAAGGCTGGCATCGTTACCTCGCT GCAAGCCCGCTGCACTGTCA
AAAGCATCTCCATCTCCAAGGCCGGCATCGTTACCTCACT GCAAGCCCGCTGCACCGTCA
AGAGCATCTCCATCTCGAAGGCTGGCATCGT CACCTCCCTGCAGGCTCGCTGCACGGTCA

TTGCTGCAGCTAATCCAGTTGGT GGAAGGTATGATTCATCGAAATCATTTGCACAAAATG
TTGCTGCGGCAAATCCTGTTGGT GGAAGATATGATTCCTCAAAAACATTCTCT CAAAATG
TTGCTGCTGCCAATCCCATTGGCGGTCGCTATGATCCGTCGATGACCTTCTCGGAGAACG
TCGCCGCTTCTAACCCGATCGGTGGACGCTACAACCCGACGAGAACCTTTGCCGAAAACG
TAGCTGCTTCAAACCCTATTGGTGGTCGTTACGACCCTTCGTTGACTTTTTCGGAAAACG
TCGCTGCTGCCAACCCTATCGGTGGTCGCTACGACACGTCTCTGACCTTCTCTGAGAACG
TCGCTGCCGCCAATCCCATCGGTGGACGCTACGACCCGTCTCTAACGTTTTCGGAAAACG
TAGCTGCTGCCAACCCCATAGGAGGCCGCTACGACCCTTCACTGACCTTCTCAGAGAATG
TAGCTGCTGCCAACCCCATAGGAGGCCGCTACGACCCTTCACTGACCTTCTCAGAGAATG
TTGCTGCCGCCAACCCCATAGGAGGGCGCTACGACCCCTCGCTGACTTTCTCTGAGAACG
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1994

414
2153
1865
1917

649
1951
1990
2720
1937

3301

2054
474
2213
1925
1977
709
2011
2050
2780
1997
45

3361

2114

534
2273
1985
2037

769
2071
2110
2840
2057

105

3421

2145
561
2304
2028
2085
800
2119
2167
2897
2114
156
47
3481

2205
561
2343
2076
2122
800
2156
2204
2934
2151
193
84
3541

TCCGAGTTGACAGATCCGATCCTTTCTCGTTTTGATATCTTGTGTGTTGT CAAGGATGT GG
TTGAATTGACAGATCCAATTATTTCTCGTTTTGACATCCTCTGTGTAGT GAAGGATGTTG
TGAATCTCTCGGAGCCCATCCTGTCCCGTTTCGATGTGCTGT GCGTGGT GAAGGACGAAT
TGGATCTCACCGAGCCGATCCTTTCCCGCTTCGATGTTCTCTGTGTGATTCGAGATTCTG
TTGATCTGACAGAGCCCATTGTGTCTCGGTTTGACATTCTGTGTGTAGTTAGAGACACTG
TGCGATCTGACTGAGCCTATCGTGTCTCGTTTTGACATCCTGTGTGTGGTCAGAGATACTG
TGGACCTGACGGAGCCCATCATTTCTCGATTTGATGTTCTGTGTGTTGTAAGAGACACTG
TAGACCTCACAGAGCCCATCATTTCCCGCTTTGATGTCCTGTGTGTGGT GAGGGACACTG
TAGACCTCACAGAGCCCATCATTTCCCGCTTTGATGTCCTGTGTGTGGTGAGGGACACTG
TGGACCTCACAGAGCCCATCATCTCACGCTTTGACATCCTGTGTGTGGT GAGGGACACCG
---------------- CATCATTTCCCGCTTTGATATCCTGTGTGTGGT GAGGGACACAG

TTGACCCAGTTACAGATGAAATGCTAGCTGAATTTGTTGT CAATAGCCACTTCAAGTCAC
TTGATCCGGT CACTGATGAAATGCTTGCAACCTTTGTCGTTGACAGT CACTTCAAGTCAC
TTGACCCCATGCAGGATCAGCAGCT CGCCAAATTCGT GGTACACTCGCATATGAAGCATC
TCGACTCGGT CCGAGGATGAACGT CTCGCGAAGTTTGT CGT CGGCAATCATCGGACACATC
TGGACCCCGTTCAGGATGAGATGTTGGCAAGCTTTGTTGTTAGCAGT CACATTAAGCATC
TGGATCCAGT GCANGATGAGATGCTGGCTCGTTTCGT GGT GGGCAGCCACATTTAGCATC
TCGATCCTGTGCAGCGATGAAATGTTGGCT CGCTTTGT GGT CGGCAGCCACATCAAGCATC
TTGATCCAGTTCAGGATGAGATGCTGGCCCGCTTTGTGGTTGGCAGCCACGT CAGACACC
TTGATCCTGTTCAGGATGAGATGCTGGCCCGCTTTGT GGT TGGCAGCCACGT CAGACACC
TGGACCCAGT CCAGGACGAGATGCTGGCCCGCTTCGT GGT GGGCAGCCACGTCAGACACC
TGGACCCAGT CCAGGATGAGATGCTGGCCCGTTTTGTGGTTGGCAGCCACGTCAGACACC

3361..... 3370...... 3380...... 3390...... 3400. ... .. 3410.......
AACCCAA- - - - == === oo - - AGGTGGTAAGATG- = - = == === === = - - GAAGATAGCGA
AACCCAA- - - = == == === - - GGGTGCTAATCAA- - - - === === == = - GATGATA- - - -
ACCCGAGTGAGGAG- - = = = = = = == == === mmmw oo oo GAGCAGCCGGAGTTGG- - A
ATCCGGATGCGAAGAAG- - - - -« === == = - - ATTGTTAAGGAGGGCGATGAGTTGG- - A
ACCCTAGTAGCAAGGACATTG- - - - - - - - - CTAATGGAGATGCAGC- - - GGAATTTGCGC
ATCCCAGCAACANGGAAGC- - - - TGGC- - - - - - ATGGCT- - GG- - = - === === ===« -
ACCCTAGCAACAAAGAAGG- - - - GGGC- - - - - - GTGGCC- - GGACT GGAGGAGGT GGTGC

ACCCCAGTAACAAGAAGGATGAAGGGTTGACTAATGGT G- - GCACCTTG- GAGCCAGCCA
ACCCCAGCAACAAGAAGGACGAAGGGCT GACCAACGGT G- - GCACCACA- GAGCCAGCCA
ACCCCAGCAACAAGGAGGAGGAGGGGCT GGCCAATGGCA- - GCGCTGCT- GAGCCCGCCA

ACCCCAGCAACAAGGAGGATGGGGGGCTG- - - - - - GGCG- - GCACCCCA- GAGCCCGCCA
----- AGCAACAAGGAGGATGGGGGCTCG- - - - - - GGGG- - GCGCCCCG- GAGCCCGCTA
3421. . ... 3430...... 3440. ... .. 3450. ... .. 3460. ... .. 3470.......

GGAACCACAGCTGAA- GACCGT- - TGATG------------ A------ GATCCCGCAGGA
GGAAGATCAGATGGATGAACGTACTGGTG- - - --------- TCAGGCTGATTCCACAGGA
TGCCTAATACAT----------- TTGGAG- - ---------- TAGAAGCTTTGCCACAAGA
TTCCCAACACAT----------- TCCGACG------------ TCCCACCAATCCCGCAGGA
TGCCCAACACAT----------- ATGGCG- - ---------- TGGAGCCCCT GCCTCAGGA
TGCCCAACACAT----------- ACCGTG------------ TGGAGCCCCTGCCTCAGGA
TGCCCAACACGT----------- ATGGCG- ----------- TGGAGCCCCT GCCCCAGGA
TGCCCAACACGT----------- ATGGCG- - ---------- TGGAGCCCCT GCCGCAGGA
TGCCCAACACCT----------- ACCGCG------------ TGGAGCCCCTGCCTCAGGA
3481. . ... 3490. ... .. 3500...... 3510...... 3520. ... .. 3530.......

CTTGTTGCGACAATACATTGTATACGCTAAGGAGAACATTCGGCCCAA- - - - GCTAACGA
TTTATTGAGGCAAATATATCATCTACGE- - - - - - - == = = - s - e o e o e e e o oo - -
GGT GCTGAAGAAATATATCATGTATGCAAAGGAGAAGATTCGACCCAA- - - - GCTAAACC
GTTGCTCCGCAAGTACATCATTTACGCTAAAGAGCGCGT GAGGCCCAA- - - - ACTCAACC
GGT GCTGAAGAAGTATATCATCTAT GCCAAGGAGAGGGT CCGCCCGAA- - - - GCTCAACC
GGTCCTGAAGAAGTATATCATCTATGCCAAGGAACGGGT CCGCCCAAA- - - - GCTCAACC
GGT CCTGAAGAAGTACATCATCTACGCCAAGGAGAGGGT CCACCCGAA- - - - GCTCAACC
GGT CCTGAGGAAGTACATCATCTACGCCAAGGAGAAGGT CCACCCGAA- - - - GCTCAACC
GGTCCTGAGGAAGTACATCATCTACGCCAAGGAGAAGGT CCACCCGAA- - - - GCTCAACC
3541..... 3550...... 3560...... 3570...... 3580...... 3590.......
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2265
561
2399
2103
2178
800
2212
2260
2990
2207
249
140
3601

2319
561
2459
2103
2238
800
2272
2320
3050
2267
309
200
3661

2379
561
2517
2103
2296
800
2330
2378
3108
2323
367
258
3721

2439
561
2577
2122
2354
800
2388
2436
3166
2381
425
316
3781

2448
561
2579
2182
2354
800
2388
2436
3166
2381
425
316
3841

AGATG- - CCAAGA- - AGTTAGAGACTGTTTATGCTAATCTAAGACGAGAATCAATGA- - A

AGAT GGACCAGGACAAAGT GGCCCGCATTTACAGCGACCTACGAAAAGAGTCTATGGCTA
AGATGGACCAGGATAAAGT GGCCAGGATGTACAGT GACCTGAGGAAGGAGT CCATGGCAA
AGAT GGACCAGGACAAAGT GGCCAGGATGTACAGCGACCT GAGGAAGGAGT CCATGGCAA
AGAT GGACCAGGACAAGGT GGCCAAGAT GTACAGT GACCT GAGGAAAGAATCTATGGCGA
AGAT GGACCAGGACAAGGT GGCCAAGATGTACAGT GACCTGAGGAAAGAGT CCATGGCCA
AGAT GGACCAGGACAAGGT GGCCAAGATGTACAGTGACCT GAGGAAGGAGTCCATGGCCA
3601..... 3610. ... .. 3620...... 3630...... 3640...... 3650.......

CAGCGAA- - GTATCCCGATTACTGTGCGTCACATCGAGT CTATGATCCGTATGGCCGAGGC
CGGGCA- - GCATTCCCATCACGGT GCGCCACATCGAGT CCATGATCCGCATGGCCGAGGC
CGGGCA- - GTATTCCCATCACAGTGCGACACATCGAGTCCATGATCCGCATGGCAGAGGC
CAGGCA- - GCATCCCCATTACGGT GCGGCACATCGAGTCCATGAGTC- - ATGGCGGAGGC
CAGGCA- - GCATCCCCATCACAGT GCGGCACATTGAGT CCATGATCCGCATGGCT GAGGC
CGGGCA- - GCATCCCCATCACCGTGCGGCATATCGAGTCCATGATCCGCATGGCCGAGGC
3661..... 3670...... 3680...... 3690...... 3700...... 3710.......

GCACGCGCGGATGCATCTGCGCGAAAACGT AATGGAGGCAGATGTCAGCATGGCCATCCG
----------------------------------------- ACGT GAGAAGTGCCATCCG
TCATGCCCGAATGCACCTGCGAGACTATGTTGT GGAGGATGATGTAAACATGGCCATC- -
TCACGCTCGCATGCATCTGCGCGACTACGT GCTGGAGGACGACGT CAACATGGCCATC- -
CCATGCCCGCATGCACCT GCGGGACTACGT GATGGAAGACGATGT CAACATGGCCATC- -
CCATGCACGCATGCACCT GCGAGACTACGT GATGGAAGATGATGT CAACATGGCCATC- -
CCACGCGCGCATCCATCTGCGGGACTATGT GATCGAAGACGACGT CAACATGGCCATC- -
CCACGCGCGCATCCACCTGCGGGACTACGT GATGGAGGACGATGT CAACATGGCCATC- -
CCATGCGCGCATGCACCTGCGGGACTACGT CATGGAGGACGACGT GAACATGGCCATC- -
3721. . ... 3730...... 3740...... 3750...... 3760...... 3770.......
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---------- TGATGTTGGAGAGCTTTATCGAGGCGCAGAAGTTCA- - - - - - - - - GCGTT
GCGATTCGTGTCATGTTGGAATCGTTTGT GAACACCCAAAAAGCCT CAATCATGCGTATG
------ AGGGTTATGTTAGAGAGT TTCATCGATACACAGAAATTCAGT GTTAT GAGGAGC
------ CGCGTCATGCTAGAGAGCTTCATCGACACGCAGAAGTTCAGTGTGATGAGGAGC
------ CGAGTGATGATGGAGAGCTTCATTGACACCCAGAAGT TCAGCGT CATGCGGAGT
------ CGCGTGATGCTGGAGAGCTTCATTGACACCCAAAAGTTCAGTGTCATGCGCAGC
------ CGCGTGATGCTGGAGAGCTTCATAGACACACAGAAGTTCAGCGT CAT- CGCAGC

ATGAAGAAGA- = - = = = = = = = = @ o @ e el
ATGAAGAAGACATTCTCTCGTCATTTGACAGAGAAT CGTTCGGCTAACGAGCTTCTCCTC
AT GAGAAAAACGT TTGCTCG- - - = = = = = == == mmmmmmmmmmmmemmm e
AT GAGAAAGACGTTCGCACG- - - = = = = = == = mmmmmmmm e me oo oo e
ATGCGCAAGACT TTTGCCCG- - - = = = = = == == mmmmmmmmmamemmiooa oo
ATGCGCAAGACT TTTGCCCG- - = = = = = = =« === m = mmmemmmm oo miaoa oo
ATGCGCAAGACTTTTGCCCG- - - - = = = = =« === = mmemm oo mm o e oo e oa oo
AT GCGGAAGACCTTCGCCCG- - = - = = = = == === = mmmmmmmmmmemmaoa oo
AT GCGGAAGACATTCGCCCG- - = - = = = = = = = = == mmme oo mm o omo oo
4021. . ... 4030. ... .. 4040. .. ... 4050. .. ... 4060. . .. .. 4070.......

--------------------------------- GTATCTGGCCTTCAGACGAGACAACAA
--------------------------------- GTATCTCTCCTTCCGGCGAGATAACAA
--------------------------------- GTATCTCTCCTTCCGTCGGGATAACAA
--------------------------------- CTACCTTTCATTCCGGCGT GACAACAA
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2538
561
2676
2514
2455
800
2489
2537
3267
2481
526
417
4201

2597

561
2730
2514
2515

800
2549
2597
3327
2541

477
4261

2643

561
2790
2529
2569

800
2603
2651
3381
2595

531
4321

2665

561
2834
2573
2629

800
2663
2711
3441
2655

572
4381

2690

561
2850
2592
2689

800
2722
2771

2714

572
4441

CTCATTGCTGCTCGTTCTTCTCAAAGAGCT CGTAAAGAACGCCTTGAAGTTTGAA- GAAA

CGAGCTGCTACTGTTCATCCTTAAGCAGCTGGTTTCTGAGCAGGTCTCATATCAGCGCAA
TGATCTGCTGCTCTTCATACT GAAGCAGTTGGT GGCT GAGCAGGT GACATATCAACGCAA
TGACCTGCTGCTCTTCATACTGAAGCAGTTGGT GGCTGAGCAGGT GACATACCAACGTAA
TGAGCTGTTGCTCTTCATACT GAAGCAGTTAGT GGCAGAGCAGGT GACATATCAGCGCAA
TGAGCTATTGCTCTTCATCCTG- - - - = - = - = - - s s oo e o e o e o e oo m o - - -
TGAGTTGCTGCTGTTCATCCTGAAGCAGCT GGTGGCCGAGCAGGTGACGTATCAGCGCAA

4201. . ... 4210. ... .. 4220...... 4230...... 4240. ... .. 4250.......
TCATTT---------- CAGGATCGAACTCAGGAC- - - - TACCTACAATCGAGGTTAAGAT
TCGCTGCAAGGACGGGCCT GGCGCCACACATGTGGAGAT TATGGAGCGGGATTTGATCGA
--------------------------------------------- GTCGGAATTCATCGA
TCGCTATGGGGCACAGCAGGATACTA- - - - - - TAGAAGT GCCAGAAAAGGATCTAGTCGA
CCGTTACGGAGCCCAGCAGGACACCA- - - - - - TCGAGATCGCAGAGAAAGACCT GGT GGA
CCGCTTTGGGGCCCAGCAGGACACCA- - - - - - TTGAAATACCT GAGAAGGAT CTGATGGA
CCGCTTTGGGGCCCAACAGGACACCA- - - - - - TCGAAATACCT GAGAAGGACCT GAT GGA
CCGCTTTGGGGCCCAGCAGGACACTA- - - - - - TTGAGGTCCCTGAGAAGGACT T GGTGGA
CCGCTTCGGGGCCCAGCAGGACACGA- - - - - - TCGAGGT TCCCGAGAAGGACTTGGTGGA
4261. . ... 4270. ... .. 4280...... 4290...... 4300. ... .. 4310.......
AGAGGAACT GCAGACAAA- - - = - = - = === = = - - GGCC- - ==« mmmmm e
ACGGGCTAAGCAGCT GGATATTGTAAACCT GAAGCCGTTCTAC- - - - = = == === == = = - G
AAAGGCT CAGCAAT T GAGAAT T GAGAATGTCAAGCCGTTCTAC- - - - = = == == == = = = - A

TAAGGCTCGCCAGATAAACATCCACAACCTCTCGGCCTTTTACGACAGCGATTTATTCAA
CAAGGCTCGACAGATCAACATCCACAGCCTGTCAGCGTTTTACGACAGCGATCTCTTCCG
CAAGGCCAGGCAGATCAATATTCACAACCTCTCTGCCTTCTACGACAGCGACCTCTTCAA
CAAGGCCAGGCAGATCAATATCCACAACCTGTCCGCCTTCTACGACAGCGACCTCTTCAA
TAAGGCTCGTCAGATCAACATCCACAACCTCTCTGCATTTTATGACAGTGAGCTCTTCAG

4321. . ... 4330. ... .. 4340. .. ... 4350. .. ... 4360. . .. .. 4370.......
--------------------------- AAGGAA- - - - - - - - TACGACATTGCAGATCTAC
AATCAGAT C- - = = = = == s s mm o m e e oo e TGTT- - - TCG
CTTCGGAAA- - - - = = = w o m o e e o ool TCTTCGCTTC

GATGAACAAGTTCACACATGATGTGAAGAAGAAACTGATTATTCAGCAATTCTGAACCCA
CTCAAACAAATTCTCCCACGATGTCAAGAAGAAACTCATCGTTCAGCAGTTCT- AGCCTG
ATTCAACAAGTTCAGCCGTGACCT GAAACGCAAACTGATCCTACAGCAGTTCTGAGACCA
AATCAACAAGTTCAGCCGT GACCTGAAACGCAAGCTGATCCTACAGCAGTTCTCGA- - - - -
GATGAACAAGTTCAGCCACGACCT GAAAAGGAAAAT GATCCTGCAGCAGTTCTGAGGCC-

CACAAATGGCTTCTCTTAC- - - - - - - - - GATCCCAAGCGACGC- - ATCATCCT- - - - - - -
CAACAATTTCCTCT- - = - = == mmm s mmmmmmmmme oo oo ATGATCCA- - - - - - -
GAAGAATAG- - = - = === - = - - GTGAAAGGAATCTACT- - = - = - = -« - - - GCCTTTAGTCT

CATCTGGAGTCTCCCGGACTTGTATATAATTTCGTCATGTGGTCGTTGGACCAGTCGTTC
GCACAGGGGCCTCTATGTC- TGAATGAGGCTCGGTCACCACGCTGA- - - GCC- TACGTCA
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2715

561
2892
2614
2725

800
2782
2826

2761

572
4501

2736

561
2917
2625
2760

800
2832
2860

2810

572
4561

2765

561
2926
2625
2778

800
2867
2884

2870

572
4621

2766

561
2953
2625
2838

800
2882
2909

2918

572
4681

2777

561
2980
2639
2893

800
2907
2950

2955

572
4741

S TTCCAA- - = o c oo oe e AGCTCACTTCGAGTT-=-«----n-=-=--
- - TCAAATTGTGGTCGACGGCAACACA- - = = = = = = == s o mmmme oo oo e oo
=~ TCGAA- - === === == - GAAGAC:- - = = = = = = =« m o m el
I AGCCTTCTTCATGAAATGATTCAAGCCAAG
GT-------- TAAACATGGATTCCACATTTTGACCCATTCATGAACT- - TGCTACCGTAT
CTTCCCACT- TCCACTGGGG- - = - = =« === = = - = - - CTTGGTGCCCT- - - - - - - - - GTAG
GTGCCCTCTGTGCTTTATGGACACAAAACCAGAGCACTTGATGAAC- - - - - = - - - - - TCG
4501. . . .. 4510. ... .. 4520. .. ... 4530...... 4540. ... .. 4550. . ... ..
-------- GGATCATGGCCGA- - - - === =-=-=-«--=-=---- GGAATGATCAAGTGTC
---------------- T I 7 1
GGATG- - === == -=-c-=- TACATCAGAAT - - = - =« s = mcmcmmmme o e oo TA
AGATC- - = === mmmme e e e TGCCTGGCT- CTCGTGGTTTTGTTGACTGTA
GGGTGGGAGGAT- - - GGCTTAATGCAG- - = = = = = == === == memmmmmmmemm e

4621. . ... 4630. ... .. 4640. .. ... 4650. .. ... 4660. . .. .. 4670. ... ...
AAAAAGGCT GA- - = = = = = = = = == @t e e el
-------- TATAGTATTCATGTTTTGTTACCCCCA- - - - = = == === mmmme oo e
--------------------- TATTGTTCAAGAGA- - = - = < = === mw o mmo e oo
AAAAAGTTTGAGGAAT TGAAATAAT GTAAAGGACAGAGTTTGATTTTGTTCCTGT- - - - -
------ GCTGTCAAATTAATTGAAT GTTGTA- = - = - == s mmemmmmme oo oo e oo
- - - AAGGCTGTAGCATTAAATGACTATTTATTC- - - == - === oo - - TTCTGCCCCCC
---=AGTG--- - TGTCTTACTTGGTTGCTGAACA- - - = = = - === === - = - TCTTGCCACCT
4681. . . .. 4690. ... .. 4700. .. ... 4710. .. ... 4720. ... .. 4730.. ... ..
------------ TTTTCGGTCTAA- - - - = - s o s o e e e o oo i e oo oo
------------ TTTTCr - = mmmmmm o m e o e e
------ GCCCTTTTTGCTCTCACAGGCTGCCATGTGATTATCTGCTGCAGTGATCA- - - -
TCTAGAGCACTCTTCTTGGCCAGACCCTCTGTCCAAG- - - - - - GCTCATTAGA- - - - - AG
CCGAGTGCTTTGTCTCCACTCAGTACCTTGGATCAGA- - - - - - GCTGCTGAGTTCAGGAT
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------------- TAAAGT TTGATATACT - -« - s m e mmmmmmmmme o oo
- - CTGAATGAGTTTGT GGCTGGACAGAGT TTCACTGAGACT GTTACGAT- - - - - - TGCAC
GCTGGGGTTGTGTTCAGG- - TGACAGACTTTATCAA- - = - = - = - == - = - AACTATTGCTG

4801. .. .. 4810. ... .. 4820. ... .. 4830. ... .. 4840. ... .. 4850. ......
AATTTACAAGATGCATCACTTGTGCA- - CAGA- - - - - - - - TCGTCACCATGAGACTTCTA
TTTT------- GGCATGAGTTGTGTTTCTGGACTGTTTTGTTTTCCCCTTTAGACAAAGA
TCTT------- GGCGTGAGTTGCGTATTCAGGCTGCTT- - TTGCTCGCTTTGGCCAGAGA
4861. . ... 4870...... 4880. ... .. 4890. ... .. 4900. ... .. 4910.......

- - AAAAAAAAAATATGTG- - AGAACT TTTr =« - s s s o oo e oo i e oo ie oo
GCAACTTAGAAGTATTTG- - CAAACTTTTC- - - - == - - - - - CAA- -« ----- AACATTCT
GCTGGTTGAAGATGTTTG- - TAATCGTTTT----------- CAGTCTCCTGCAGGTTTCT
4921. . ... 4930...... 4940. .. ... 4950. .. ... 4960. ... .. 4970.......
GAAAATATTT- = - cm s e e e e - ACACCTTTTGCCTGTGGAGCT- - - === -------

4981. . ... 4990. ... .. 5000. ... .. 5010. ... .. 5020. .. ... 5030.......
------------- GAAAGCGTGTTATGG- - === -=-«-«--=-=-«------TCTACGT
----------- TGTACTGTTTGTT---=--«----=--------CAGAGTAATAAAC- T
---------------------- TCATGGGTTTCTTCCCACCTAGCCAGTGCCTTCATT- T



FLCOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONVC
Pl G
Cow

FLCOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONC
Pl G
Ccow

FLOWER
SQY
FLY
CELEGANS
FROG
TROUT
DANI O
VOUSE
RAT
HONGO
Pl G
cow

GACAATG- TCCATTGGTGTTT-=--=--------- TTGTATATTAGTGCATGTTTGATTC
e AGCTGT- - - - - - - - GTGTGTGTGATGG
GC- - mmmmmmm oo TTGTTGTACA- - - -« - - - - - GTTTCTTG

5101..... 5110...... 5120...... 5130...... 5140...... 5150.......
--------------------------------- TCACTTGGTA- - -« === - = oo e mm -
__________________________________________ A-mmm e e e e e e e
- - ATGTATGTATTTATACTAAAATA- - = - = - s o e e e o e o om o e e oo e
_______________________ 8
CAATGTAATTTTTTCTACT GAAATACAAGT GATTTACTTGCTAAAAAAAAAAAAAAAAAA
e AAAAAA- - - - - e e AAAAAAAAAAA
TAGTTTATTTTTT-------- AATAGATTTG- == -« - - e mm o e - AATAAAACCTAA
AGTTTTAATTTTT-------- AATAAAGTTG- - = - === e m e o e - AATAAAATATAA
5161..... 5170...... 5180...... 5190...... 5200...... 5210.......
-------- A
-------- G
-------- G
-------- A
AAAAAAAAA
-------- C
AAAAAAAAA
ATAGCGC- T
AAAAAAAAA
-------- A
5221.....



