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26
98
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45

113

181

93
144

72
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85
157
159
138
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241

---------------- TTTTTTTAAATATTTTAAATGT TT- - -« -« m s mmmm oo e

GAAAAGTAAGC- - = - === === - - - CCTTTTCGAAGTGTTATTTGT CAACCAGC- - - - - - -
AGAGCAAAAGCTTCTGTTTATTCTCCGATTCGCAG- - - - - - - - ATCAATTAGCTGGGTTT
7
GT----- TGGCTG- CCr - = == = s mmmmmmmmmmmmme i e oo GGTGAGTTG
GG- - - - - 07 I c M GGTGATCTG
G------- G - m m e e
G------- 07 i GTTGAGTAG
-------------- TGr------e-c-come-cococooac-c-------ACCCAGA- -
GG- - - - - TAGTTGCT G- - = = = =« == mmmm o mmmm i e e e TCCCGGTTG
To....... 10, ....... 20, ... .. .. 30........ 40.. ... ... 50.........
-------------------- CTTTATT------=-cccoeemamuooo---TCAGAA- - -
---------- GTGCATAACACTTAAC- TAAATTAC - = -« - s mcmmmmemm e e e o
TGATTCCGTTGTGCGAAGGACTTTAA- GAGGTTTTGCAGA- - - = - = - = - - - - TCGAAA- -
----------------------- CAC- GAGG- = - = = = == === == mm o e e
GGT--GC------=-=-- (oclcy GG- AGTCGTGTTGGTCCTCAGAATCC
GGT--GC------n-=-- CGGT----cmmmmm-- GG- ACTCGTGTTGGCCCTTAGAATCC
------------------ TGCT------------TTCAATCGTG- TGGCCTTTGGGAACC
GGT--GC------=-=-- TGCT-----c-cm=-- TTCAGTCGTG- TGGCCTTT- GGAACT
----------------------------------------------- GCGGGTG- - - - - -
CTTTTGC------=---- CGCTTTACTGTGGTCTGCCGGTTCTGTCTGTCGTTA- - - - - -
61....... 70.. ... ... 80........ 90........ 100....... 110........
----------- CTGCCTTTATGTACAGACATCATAAAAAAAT- - GCACAT- - - - - - - - - -
---------------------------------------- AGCCCACCATGTTTCTCACG
------------------------------------------------ ATGTTCCTCACT
------------------------------ TCGGAAGAGAAGAAGAAGATGTTTCTCACT
-------------------------------------------- GAAGATGTTTCTCACA
CCGCGTAGCCGCTGCCTCCT- - - CCTACCCTCGC- - - - = = = = = - - - - CATGTTTCTTACC
CCGCGTAGCCGCTGTCGCTTTGTCCTGCCGTTAC - = - = = = = = - - - - CATGTTTCTTACC
CCGCGTAGCCACTGCCGCCTCCTTCTGTCCTCGC- - = - = = = = = - - - - CATGTTCCTCACT
CCGCGTAG- CACTGCCGCCTCCTCCTGTCCTCGC- - - - = = = - = - - - - CATGTTCCTCACT
= ATCTAAAACCTTC = = - = === m = mmmmmmmmmmem oo AAGATGTTTTTGACG
- ATTGAAAAGATTGCCATCGTCCATTGTATCTGGA- - - - - - - - - - ATCATGTTCCTAACC
121...... 130....... 140....... 150. . ... .. 160....... 170. . ......
-------------- ACACTGGAG- - - - == -« ----=-=-=-=o------- - ATTTCCCAA

CGTTCCGAGTA- CGACAGAGGCGTGAACACCTTCTCGCCGGAGGGCCGCCTCTTCCAAGT
CGCAGCGAGTA- CGATCGTGGAGTCAACACTTTTTCTCCAGAAGGGCGTTTGTTCCAAGT
AGAACTGAGTA- TGACAGAGGAGT GAACACTTTTTCTCCAGAAGGAAGGCTATTTCAAGT
AGGACTGAGTA- TGACCGAGGAGT CAACACCTTTTCTCCCGAAGGCCGTTTGTTTCAGGT
CGGTCTGAGTA- CGACAGGGGCGTGAATACTTTTTCTCCCGAAGGAAGATTATTTCAAGT
CGGTCTGAGTA- CGACAGGGGTGTGAACACTTTTTCTCCTGAAGGAAGATTATTTCAAGT
CGGTCCGAGTA- CGACAGGGGTGTGAATACTTTTTCTCCTGAAGGAAGATTATTTCAAGT
CGGTCCGAGTA- CGACAGGGGTGTGAACACTTTTTCTCCTGAAGGAAGATTATTTCAAGT
AGATCGGAGTATCTACAGAGGAGTAAACACCTTTTCTCCAGAGGGACGACTGTTCCAAGT
CGCTCCGAGTAT- GACAGGGGGGTCAACACATTCTCTCCCGAAGGCCGACTGTTCCAAGT

GGAATATGCCATTGAGGCCATCAAATTGGGCT CCACAGCAATTGGAATTTGCACGCCAGA
GGAATACGCTATTGAGGCCGT CAAACT CGGATCTACAAGCATTGGAAT CAAGACGAGCGA
GGAATATGCCATTGAAGCTATCAAGCTTGGTTCTACTGCAATTGGAGTAAAGACAAAAGA
TGAGTATGCAATCGCGAAGCCAT CAAGCT GGGATCAACTGCGATTGGGTTGAAGACCAAAGA
GGAATATGCCATTGAGGCTATCAAGCTTGGTTCTACAGCCATTGGGAT CCAGACATCAGA
GGAATATGCCATTGAGGCTATCAAGCTTGGTTCTACAGCCATTGGGAT CCAGACATCAGA
GGAATATGCCATTGAGGCTATCAAGCTTGGTTCTACAGCCATTGGCATCCAGACCTCAGA
GGAATATGCCATTGAGGGCCATAAGCTTGGTTCTACGGCCATTGGCATCCAGACATCAGA
GGAATATGCTATTGAGGCCATTAAGCT GGGCTCCACAGCCATTGGCATCCAGACATCTGA
TGAGTATGCAATCGCAAGCCATAAAGCTTGGTTCAACAGCAATTGGGATCCAGACTGCAGA
241. ... .. 250....... 260....... 270....... 280....... 290........



COW
FLY
CELEGANS
FLOWER
SQY
HONC
Pl G
VOUSE
RAT
TROUT
FROG

Cow
FLY
CELEGANS
FLOWER
SQY
HONC
Pl G
VOUSE
RAT
TROUT
FROG

CQOW
FLY
CELEGANS
FLOWER
SQY
HONC
Pl G
VOUSE
RAT
TROUT
FROG

CQOW
FLY
CELEGANS
FLOWER
SQY
HONC
Pl G
VOUSE
RAT
TROUT
FROG

COow

FLY
CELEGANS
FLOWER

204
132

145
217
219
198
216
165
232
301

136
264
192
307
205
277
279
258
276
225
292
361

174
313
241
356
254
326
328
307
325
274
341
421

195

---------- CTGGAGCTGGAAATAAAAGTTA- - - - - - - - - - - AGGGCAACTAGAAGAAC
AGGAGTGGTTTTGGCGGT GGAGAAGCGCATCACTTCGCCGCTAATGGTACCCAGTACTGT
AGGTGTTCTTCTCGCTGCTGAGAAAAGAT CGACATCGAAGCT GATGGT CAATGACGCGAT
AGGAGTTGTGCTTGCTGTCGAGAAGCGTATCACGTCGCCATTGCTGGAACCGAGCAGTGT
AGGAGTTGTCCTTGCAGT TGAAAAGCGCATCACATCGCCGCT CCTGGAGCCTAGTAGTGT
GGGTGTGTGCCTAGCT GT GGAGAAGAGAATTACTTCCCCACT GAT GGAGCCCAGCAGCAT
GGGTGTGTGCCTAGCT GT GGAGAAGAGAATTACCTCTCCGCT CATGGAGCCCAGCAGCAT
GGGTGTATGTCTAGCT GT GGAGAAGAGAATTACCTCCCCACTAAT GGAGCCTAGCAGCAT
GGGTGTATGTCTAGCT GT GGAGAAGAGAATTACCTCGCCACTAAT GGAGCCTAGCAGCAT
GGGGGT GTGTCTGGCCGT GGAGAAGAGGATAACATCTCCTCTAAT GGAGCCAAGCAGCAT

GGGGGTATGTCTAGCAGT TGAGAAGAGGATTACTTCCCCCTTGATGGAACCTAGTAGCAT
301...... 310....... 320....... 330....... 340....... 350........
TGAAATTGTCCCCAAGAAATTCTATGGAT- - - - - CACACTTCC-----------------
GGAGA- - - -------- AGATTGT GGAGGT GGACAAGCACATTGGTTGCGCCACCTCCGGC
CGAGA- - --------- AAAT CAGCAAGGT CGACCAACATATTGGCGT CACATTCGCAGGT
GGAGCA- - --------- AGATTATGGAAATTGATGACCATATTGGTTGTGCTATGAGCGGT
TGAGA- - - -------- AAATTATGGAAATTGATGAGCACATCGGTTGT GCAATGAGT GGG
TGAGA- - - -------- AAATTGTAGAGATTGATGCTCACATAGGTTGT GCCATGAGT GGG
TGAGA- - - -------- AGATTGTAGAGATTGATGCTCACATAGGTTGTGCCATCGAGT GGG
TGAGA- - - -------- AGATTGTAGAGATCGATGCTCATATAGGTTGTGCCATCGAGT GGG
TGAGA- - - -------- AAATCGTAGAGATTGATGCTCATATAGGT TGT GCCATGAGT GGG
CGAGA- - - -------- AGATTGT GGAGATCGACACCCACATCGGTTGTGCTATGAGTGGC
TGAAA- - - - - - - - - - - AAATTGTAGAAATTGACGCGCACATAGGT TGCGCCATGAGT GGA
361...... 370....... 380....... 390....... 400....... 410........
TTAAATG- - ------------- TCCTTGATAACCTC------- - - - - - - oo e oo o - - -
TTGATGGCCGATGCCAGGACT CT GAT CGAGAGGGCACGCGT GGAGT GCCAGAACCACTGG

TTGATTGCCGACT CGCGCACTCTGGT CGAACGGGCACAGATCGAGGCTCAAAATTTCTGG
TTAATTGCTGACGCGCGCACACTTGTTGAGCATGCTAGAGT TGAAACTCAAAACCATAGA
TTGATTGCAGATGCT CGAACACTTGTTGAGCAT GCACGGGT GGAAACT CAGAATCACAGG
CTAATTGCTGATGCTAAGACTTTAATTGATAAAGCCAGAGT GGAGACACAGAACCACTGG
CTAATTGCTGATGCTAAGACTTTAATTGATAAAGCCAGAGT GGAGACACAGAACCATTGG
CTAATTGCTGATGCTAAAACTTTAATTGATAAAGCCAGAGT GGAGACACAGAACCACTGG
CTAATTGCTGATGCTAAAACTTTAATTGATAAAGCCAGAGT GGAGACACAGAACCACTGG
TTGATAGCTGATGCCAAGACTCTTATTGACAAAGCAAGAGT GGAGACACAGAACCACTGG
TTAATAGCAGATGCAAAGACATTGATTGACAAAGCCCGGGT GGAGACACAGAATCACTGG

421. ... .. 430. .. .. .. 440....... 450. .. .... 460. .. .. .. 470.. ... ...
TTCAAGTTCTTCCTTTGTGAACATG- - - - TGGAAATTCTGGCC- AGGCTG- - - - CACTGT
TTCG- - - - TCTACAACGAGCGCATGTCCATCGAGTCCTGCGCCCAGGCTGTGTCCACTTT

TTCA- - - - CTTATAACCGCAAAATTCGCGT GGAAGACGTCACTCAGTCGGT CGCCAATCT
TTCT- - - - CGTATGGTGAGCCGATGACTGTAGAGT CCACAACACAAGCACTGTGTGATCT
TTCT- - - - CCTATGGTGAGCCTATGACTGT TGAGTCCACCACCCAAGCTCTTTGTGATCT
TTCA- - - - CCTACAATGAGACAATGACAGT GGAGAGT GTGACCCAAGCTGTGTCCAATCT
TTCA- - - - CCTACAATGAGACAATGACAGTAGAGAGT GTGACT CAGGCTGT GT CAAATCT
TTCA- - - - CCTATAATGAGACAATGACAGT TGAGAGT GTGACCCAGGCTGTGTCCAATCT
TTCA- - - - CCTATAATGAGACAATGACAGTTGAGAGTGTTACCCAGGCTGTGTCCAATCT
TTCA- - - - CCTACAACGAGACCATGACAGT GGAGAGT GTGACCCAGGCCGTGTCTAACCT
- CATACAATGAGACCATGACAGT GGAAAGTGTTACACAAGCTGTTTCCAACCT
481. ... .. 490. ...... 500....... 510....... 520....... 530........

AGCTCTTCAGTT--------- TGGAGACGACGACGTCAAAGCATCA- - - - - - ATG- - - - -
GGCTTTACGGTTTGGT GAAGGAGAGG- - - - - - - - - - - - AAGAATCA- - - - - - ATG- - - - -
AGCCTTGCGTTTTGGTGAAGGTGATG- - - - - - - - -~ - - AAGAGTCC- - - - - - ATG- - - - -
GGCTTTGCAGTTTGGAGAAGAAGATG- - - - - - - - - - - - CAGATCCAGGTGCCATG- - - - -
GGCTCTCCAGTTTGGAGAAGAGGATG- - - - - ------- CAGATCCAGGTGCCATG- - - - -
GGCTCTGCAGTTTGGAGAAGAAGATG- - - - - - - - - - - - CAGATCCAGGTGCTATG- - - - -
GGCTTTGCAGTTCGGAGAAGAAGATG- - - - - - - - - - - - CAGATCCAGGTGCTATG- - - - -
GGCCCTGCAGTTTGGAGAGGAGGATG- - - - - ----- - - CAGACCCTGGAGCCATG- - - - -
AGCTCTGCAGTTTGGAGAGGAGGATG- - - - - - - - - - - - CTGACCCTGGGGCAATG- - - - -
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271
478
397
509
407
485
487
466
484
433
500
601

314
534
453
565
463
541
543
522
540
489
556
661

348
594
513
625
523
601

582
600
549
616
721

382
654
573
685
583
661

642
660
609
676
781

433
706
625
745
643
721

702
720
669
736
841

AGCTTCTCCTCCATTA------------ CTTGTTTGAGGATT- - ATGAGTGAAGACT- - -
----AGTCGTCCCTTTGGTGTGGCCATTCTATTTGCCGGCAT CGAGGCGGGACAACCCCA
----TCTCGTCCATTTGGTGTAGCAATGCTGTTCGCTGGT GTAGACCAAGAAGGAGCCAA
----TCTCGGCCGTTTGGAGTATCTCTTCTCATTGCTGGCCATGATGAAAATGGACCAAG
----TCCCGACCATTTGGAGTATCTCTCCTCATTGCTGGT CATGATGAGAATGGACCTAG
----TCTCGTCCCTTTGGAGTAGCATTATTATTTGGAGGAGT TGATGAGAAAGGACCCCA
----TCTCGTCCCTTCGGAGTAGCACTGTTATTTGGAGGAGT TGATGAAAAAGGACCCCA
----TCTCGTCCCTTTGGAGTAGCATTGTTGTTTGCAGGAGT TGATGAGAAAGGACCCCA
----TCTCGTCCCTTTGGAGTAGCATTGTTGTTTGGAGGAGT TGATGAGAAAGGGCCCCA
---- AGCCGGCCCTTTGGTGTAGCGCTTCTCTTTGGT GGACT GGAT GAGAAAGGGCCCCA
----AGTCGTCCATTTGGTGTGGCTTTGCTTTTTGCAGGAGCAGATGAAAAAGGACCTCA

--------------------- TGATGGCTTCTTTCAGTGTCAT- - - - - AGACTTGTGGTA
GTTGTGGCACATGGATCCCTCCGGCACATTCGTGCGCCACGGAGCCAAGGCCATTGGCTC
ACTGTTCCATCTCGATCCATCTGGAACTTTCATCGATTGTAAGGCTAAATCGATCGGTGC
CTTGTACTACACTGATCCTTCAGGAACATTCT GGCAGTGCAATGCAAAGGCAATTGGTTC
CTTATACTACACTGATCCATCTGGCACATTTTGGCAATGCAATGGCAAAGCTATTGGTTC
GCTGTTTCATATGGACCCATCTGGGACCTTTGTACAGTGTGATGCTCGAGCAATTGCGCTC
GCTGTTTCATATGGATCCATCTGGAACGTTTGTACAGTGTGATGCTCG- - - - - - - - - - - -
ACTGTTTCACATGGACCCATCTGGGACCTTTGTACAGTGTGATGCTCGAGCAATTGGCTC
ACTGTTTCACATGGACCCATCTGGGACCTTCGCTACAGTGTGATGCTCGAGCAATTGGTTC
GCTGTACCACATGGACCCATCAGGCACCTTTGTCCAGTGTGATGCCCGGGCCATCGGCTC
ACTATTCCATATGGACCCATCAGGAACTTTTGTTCAGTGTGATGCCCGTGCCATTGGCTC

661...... 670....... 680....... 690....... 700....... 710........
AACTTCT- - - - - TGCAAGGAGCTCTGAGCACC- - - ----- === === - - - - - - CTCTGAA
GGGCAGCGAAGGTGCTCAGCAGAATCTGCAGGACTTATTTAGACCCGATTTGACTCTCGA

AGCTAGCGATGGAGCT GAGCAGAATCT CAAGGAGCAATATCATGATGCTCTGACTATCAA
AGGTTCTGAAGGAGCTGATAGCTCTCTTCAAGAGCAATTCAACAAAGATTTGTCTCTACA
AGGGT CAGAAGGT GCAGACAGTTCTCTACAAGAACAATTCAACAAGGACCTAACCCTTCA
TGCTTCAGAGGGT GCCCAGAGCTCCTTGCAAGAAGTTTACCACAAGTCTATGACTTTGAA
TGCTTCTGAGGGT GCCCAGAGCTCCTTGCAAGAAGTTTACCATAAGT CTATGACTCTGAA
TGCGTCAGAGGGT GCCCAGAGCTCCTTGCAGGAAGTTTACCACAAGTCTACGACTCTGAA
TGCCTCTGAGGGAGCCCAGAGCTCTCTGCAGGAGGTCTACCACAAGT CCATGACGTTAAA
TGCATCTGAGGGT GCCCAGAGTTCTTTGCAGGAGGTATATCACAAGT CCATGACACTGAA

721. ... .. 730....... 740....... 750....... 760....... 770........
GCAGAGC- - CAATTGCTCGAGCATCACACTGTACAAAG- - - - - - - GTTCCAGATGGGTCC
TGAGGCTATCGACATTTCGCTCAACACACTTAAACAGGT TATGGAGGAGAAA- - - - - - - -

GGAAGGACT CAAGATGGCATTGGCCATTCTCAAGCAGGT GATGGAAGAGAAA- - - - - - - -
AGAAGCTGAGACTATCGCTGTATCTATCCTAAAGCAAGT TATGGAAGAAAAGGTGACTCC
AGAAGCCCGAGACTATTGCTTTATCCATTTTGAAGCAAGT TATGGAAGAAAAGGTCACTCC
AGAAGCCATCAAGTCTTCACTCATCATCCTCAAACAAGTAATGGAGGAGAAGCTGAATGC
GGAGGCCATCAAGT CCTCGCT CATCATCCT CAAGCAAGT CATGGAGGAGAAGCT GAATGC
GGAGGCCATCAAGTCTTCACTCATCATCCTCAAGCAAGT CATGGAGGAGAAGCT GAACGC
AGAGGCCATCAAGTCATCCCTCACCATCCTAAAGCAGGT GATGGAGGAGAAGCTGAATGC
GGAAGCCATTAAATCTTCCCTCACCATTCTGAAGCAAGT GATGGAGGAGAAGCTGAATGC

781. .. ... 790. . ... .. 800....... 810....... 820....... 830........
ATG == ---mmmm - TGAAACAGCTGGGGTCCTTTTTCATC- - - - AACTCCTCCAAAT- -
------------------------------------------ CTAAACTCCACCA- ATGT
------------------------------------------ CTGAACTCCGCCA- ATGT
AAATAACGTGGATATTGCCAAGGTAGCACCAGCTTATCATCTCTACACT CCACAAGAAGT

CAACAACGTTGACATTGCCAAGGTGGCTCCAACGTATCATCTTTATACACCGTCTGAGGT
AACAAACATTGAGCTAGCCACAGT- GCAGCCTGG- - ---=-=-=-=--=------ -~ CCACGA- - -
AACCAACATCGAGCTAGCCACGGT- GCAGCCTGG- - ---=-=-=-====-=----- TCAGA- - -
AACTAACATCGAGCTGGCCACAGT- GCAGCCTGG- - - - ---=-=--=------ -~ TCAGA- - -
CACCAACATTGAGCTGGCTACAAT- AGAGCCAGG- - ---------------- CAAGA- - -
AACAAACATTGAGCTTGCCACGAT- AGAACCTGN- - - = - - - == == - - - - - - GAAGA- - -
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475
723
642
805
703
759

740
758
707
774
901

497
771
661
861
754
782

763
781
730
796
961

527
799
675
901
798
834

814
832
740
830
1021

570
821
683
944
854
871

849
867
740
859
1081

< - < AACAGTGCTACTCCG- - = - = = = = == == mm o mmmme o oo me oo AAGGGAC
GGAGG- - - TGATGACC- - - - - AT GACGAAAGAAAGAGAGTTCTACATGTTCACCAA- - - -
CGAAG- = - TCGT - = = = = = == mmmmmmmmmmme o e e e TGTTATCAAA- - - -

CGAAGCAGTCATCGCTCGTCTTTGATTGAAAAAACTCAATTTGGGTAATTTACCTA- - - -
GGAAGCTGTGATAAGTCGTTTATGATT- - - - - ATCTCTATTCAGCATTGTTTCCTA- - - -

------------------------------------- ATTTCCACATGTTCACAAAGGAA
------------------------------------- ATTTCCACATGTTCACAAAGGAA
------------------------------------- ATTTCCACATGTTCACAAAGGAA
------------------------------------- CCTTCCACATGTATTCCAAAGAA
------------------------------------- AATT- CATATGTACTGTAAAGAG
901...... 910....... 920....... 930....... 940....... 950........
[CH GGACATGGCACCTGGGTCTGCATCTT- - - - = = mmm e mmmmm e o CTT
------ GGAGGAGGTG- - GAGCAGCAC- - - - = - == === - = = - - ATTAA- - - - - - GAAC- -
------ CCAACAGTTG- - ACGC- - = = = = = = = = = = = @ e mme e me oo o me e e e oo o
------ TCAGCTTGTG- - TCACAAAACTTGTTACTTTTGTCTGTTAGA- - - == - = = - = - -
------ TC- CTTCCTG- - CCGTACGTCTAATTA- TTTAGTATCATGGG- - - - - - GAACTT
GAACTT- GAAGAGGTT- - ATCAAGGAC- - - - - ATTTAAGGAAT CCTGATCCTCAGAACTT

ATTTAAGAAGGAGCCGTCCTC- GAACTT
ATTTAAGGAGGGGCCATCCTC- GAACTT

GAGCT- - = - GGAGG- = = = = = = = = = = = = = = e m o @t e e
GAGCTTTGAGGAGGT- - - ATTNAGGAC- - - - - ATCTAAG- - = === m = oo o e o= ATT
961...... 970. . ... .. 980....... 990....... 1000. ... .. 1010. ... ...
(03 ORI CAAACT GGAGCGCCAGATTCGACACAGCC- TGAGTCACACT- - - - -
---------------------------------- A- - - - TTGCGTAAGCGGCAGTGGTTT
-------------------------------------------- GAAGGGGC- - - - - - - -
- TTGAGGATCATGTCACATTTTAGTCG- - GTTGT--- - - - - - - GTAAGAGAATCT- - - - -
CTTGTGGATGATGCTACACTTGTGGCAAAGTTGTA- - - - TACTGTACGAGATTCTGGTGT

CTCTGGGACAATTTC- = - === -=--- AGTTCTAATAATGTCCTTAAA- - - - - - - - - - T
CTGTGGGACACTTTC- - -« = === -« - - - AGTTCTAAT- - TGCCCTTAGA- - - - - - - - - - C
CTGTGGGACAGTTTC- = -« =----=--- AGTTCTAAT- - GGCTCTTAGA- - - - - - - - - - C
CTCTACTAGATTCTC- - -« =« - -- ACAACTA- - - - - - - - CTTCGA- - - -« ----- C
1021.. ... 1030. .. ... 1040. .. ... 1050. .. ... 1060. .. ... 1070.......
----------- CTCCACAGTCATGGTCTCATTGTAGGT GAACCAATGGTTCTGTGTCTCC
TAAATTG- - A- - TCTAATTTCAA- - = - -« - - - - - A- TGTAAT-------=cmmcmma-
--------- G- - TCCAATCGGAG- - - - - ===« A- ATTCAC- - - = === === == ocm--
- - - TTTGGC- - TCCCATGTCAT- - - - -« - - - - - TCAATAACC- - - = == === - e o e -
TATATTTGCA- - TTTAGTCTAGT- - - - - == - - - TGAA- - = - mm o e
TTTATTTCCAGCTCCTGTTCCTTGG- - - - - - - - - AAAATCTCCATTGTATGTGCAT- - - -
TTTATTTCCAGCTCTTATGTCATGG- - - - - - - - - AAAATATCCAGTATATGTGTGT- - - -
TTTATTTCCAACTC- CACGTCGT- G- - -« - - - - - AAAATATCCAGTATATGTATGT- - - -
CACAT---=-=--- CTATGTCATTG------- - - GCTTTCTCCAG- - - - - - - - - GT-- - -
1081. .. .. 1090. .. ... 1100. .. ... 1110. .. ... 1120...... 1130.......
ACTCTGGCTTTATCAATTAAAGTCTTAGCAT- - CAGCAATTAGCCCACTCATGGCACAAC
------------------- GTGAAT--=--=-camcmmcmmcmoa-cn-oo----AAAGA
------------------- AAGAGT- - = = === -coeomeoceouaoa--o----GTCGA
--------- TTTCGGATTTGTGACT- ==« =-c--cc-c-me-co-uo-co-o---TATAA
--------------- ATTGAGGACT- - = - == === - cmmcomeoeooo oo - AAAAA
--------- TTTTTAAATGATGTCTGTACATAAAGGCAGTT- - - - - - CTGAAATAAAGAA
------ GTGTTTTTTTATGAAGTCTGTACATAACAGCAATT- - - - - - CTGAAATAAAAAA
------ GTGTTTTTTTATGATGTCTGTACATAACAGCAATT- - - - - - CTGAAATAAAAAA
------ o7 07y
1141. . ... 1150. .. ... 1160. .. ... 1170. .. ... 1180. .. ... 1190.......
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858
713
991
894
963

944
960
740
897
1201

729
878
733
1006
952
1009

948
965
740
897
1261

TCTCTACAATTTTCTCAATGCTGCTGGGCTCCATGAGT - -
GGGATTCTA- - - - - - - s s - o e e e e e oo o - - AATCGAACT
GAAGAGCTC- - - - - - - - - - s s e e e e e e o oo - - GATCAAGTT
AATTTCCTT------=--=----------~-
GGCTTCAATGGTTGGGAAAATTTAGAACTATTACCCCGAT- - TGCGGGGAGGCAATGAAGGG
AATTTTAAAATAAAAAAAAAAAAAAAAAAAAAA- - - - - - - - - - - - - - AAAAAAAAAAAAA

AAAAAAGATTTACAC
AAAAAAAAAAAAAAA



