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241

L TTTTTTTTTTTTGGGTCTA
03
0 I TCCCTCTCTGTTCGCACTC
G = = = m o e e e e e e e e e e e e e e e e e e e e
e

----------------------------- CAGCGGAC- GCTTCCCCAGATCTCGGCTCTA
TTTTTTTTTAGGAGCCCGCGCCTCGGT TTCAGCGGAC- GCTTCCCCTGATCTCCGTTCTA

AGACTCGTGCTCGCTCCCAGTCTGTGCTTCAGCCGACAGCAGCAGCAG- - - - - - - - - CAA
N GAGCGTTTCCAAGAAGCTTTTCTCTA
To....... 10. . ... .. 20, ... .. .. 30........ 40. ... .. .. 50. . .......
TA---mmmme - GTAATTTTATTGGAACAGAGAAA- - - - = = = oo me e oo
- GATTTTTTGACGT TAAGAGATAGAAACAGAGAGAGATAGAGAGATAGAGT TATGGCT T-
TGTCTTTCCCCTGTT- = - = - mmmmmmmmmemmm o= - TCCGCGTCACTGAGT CATGGC- - -
-------------------------------------------- ACCCACTGCTCTCTTG
-------------------------------------------- ACCCACTGCCTGCCTG
077 Y CATCCACTGCCGTCTTA
CCACH - = = = = mmmmm o e CATCCACTGCCGTCTTA
07 CAGCGATGGCTCTCCTC
7
61....... 70.. ... ... 80........ 90........ 100....... 110........
---------- TGGCGATGATGA- - - == === = - = - TCCGAAAC- - = = = - === === === = - -
-------------------- GA- - ----------TTCGCAACTCGCTCACCGGCCAATTC

- - GTCCACCATGGCCCTGCTGCACT CCGGCCGCGTCCTCCCCGGGATCGLCGLCELCTTC
CCGCCCACCATGGCCCTGCTGCACTCCGGCCGCGTCCTGTCCGGAGTCGCCTCCGCCTTC
CCGCCCACCATGGCCCTGCTGCACTCTGGCCGCTTCCTGTCCGGAGTCGCCGCGGCTTTC
CCGCCCACCATGGCCCTCCTGCACTCCAGCCGCATCCTCTCCGGGATGGCTGCTGCCTTT
CCACCCACCATGGCCCTCCTGCACTCCGGTCGCGTCCTCTCCGGGATGGCTGCTGCCTTT

AAAACCACCAAGTTCAT- - -« - - -=-=-- CTCTTCTGTTGGGAGTTTGACTC- - - - - - -
------------ GCCGTGC- - - = = == == mmmmmmmmmmmm o e e
121...... 130....... 140. . ... .. 150. . ... .. 160....... 170, .. .....
CCAG------«-=-- GCGGCAG- - - - = = = = = === mmem e e
------------------ GCAGCT TCGAAGCGAGGAATGACT CCGATCTCCGGTCATTTC
CTCC--=---=n-- GCCGCAGCTCCGTCGC- - - - - - - - - - - CGGAGCAAGGCTCATGTC
CACCCGGGCCTCGCCGCCGCGGC- - - - = = = == == == = = = - CT--CTGC------------
CACCCAGGCCTCGCTGCTGCAGC- - - - - = == == === = - - AT--CTGC----=-=-----
CACCCAGGCCTCGCTGCCGCGGC- - - - - = = == === == = = - TT--CTGC-=------=---
CACCCAGGCCTAGCTGCTGCAGC- - - - - == == === === - - CT--CTGC---------=---
CACCCAGGCCTTGCAGCCGCAGC- - - - - = == == === = - - CT--CTGC--------m=--
-------- CTTCGTTGGC- TAGC- - - === -=-«-«--=-=CTACCTAT--«-«--=-=--
181...... 190....... 200. . ... .. 210. . ... .. 220. . ... .. 230........
-------------- TACGTCTACATGATT- - - = ===« ---=-c-w------ - AGAGCAG

GCGTGGTTTGAGATCTATGTCTTCATGGT GGAAGAGCGT TGAGCCT GCTCCTAAAGATCCG
----------- TTCTTCGTCCTCATGGT TCCGGAGCAT CGAGCCCGCTCCCAAGGATCCT
-------- CAGAGCCAGCTCCTGGTGGACCCA- - - TGTGGAAATGGGACCTCCAGATCCC
-------- CAGAGCCAGCTCCTGGTGGGCTCA- - - TGTGGAGAT GGGGCCCCCAGATCCC
-------- CAGAGCCAGCTCCTGGTGGGCTCA- - - TGTGGAGAT GGGGCCCCCAGATCCC
-------- CAGAGCCAGCTCCTGGTGGACCCA- - - TGTTGAAATGGGACCTCCAGATCCC
-------- CAGAGCCAGCTCCTGGTGGACCCA- - - TGTTGAAATGGGACCTCCAGATCCC
-------- TAGAGCCAGCTCATGGT GGACT GA- - - GGTGCAGATGGGACCCCCTGATCCC
---------- GAGGAAAGTCGTGGTGGTCGCA- - - TGTTGAGATGGGACCACCAGATGCG
241. ... .. 250....... 260....... 270....... 280....... 290........
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183
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190
219

184
85
301

101
236
227
191
208
210
243
272

237
138
361

118
295
286
250
267
269
302
331

296
197
421

155
352
343
274
291
293
326
355

320
224
481

196
408
399
287
304
306
339
368

333
234
541

ATGGTGGTTATC- - - - - - - - TTTCC- - - m e e e e e e e e m e CAA
ATCCTCGGAGTTACCGAAGCTTTTCTCGCTGATCCTAGTCCTGAA- - - - - - - AAAGTTAA
ATCCTCGGAGT CACTGAAGCTTTCCTCGCCGATCAGAGTCCAAAC- - - - - - - AAAGTCAA
ATTCTGGGAGT CACTGAAGCCTTT- - - - - - - AAGAGGGACACCAATAGCAAAAAGAT GAA
ATCCTGGGAGT CACAGAAGCCTTT- - - - - - - AAGAGAGACACCAACAGCAAAAAGATGAA
ATCCTGGGAGTAACAGAAGCCTTT- - - - - - - AAGAGAGACACCAACAGCAAAAAGAT GAA
ATCCTGGGCGTTACCGAAGCCTTC- - - - - - - AAGAGAGATACCAACAGCAAGAAGAT GAA
ATCCTGGGAGTGACCGAAGCCTTC- - - - - - - AAGAGAGATACCAACAGCAAGAAGATGAA
ATCCTGGGGGTGACTGAGGCCTTC- - - - - - - AAAAGGGACACAAACT CAAAGAAAAT GAA
ATTCTTGGAGTCACCGAGGCCTTC- - - - - - - AAAGCCGATTCAAACCCAAAGAAGATCAA
301...... 310....... 320....... 330....... 340....... 350........
GGGCGGAGT CTGAGCCG- - - = = = = = - o o oo o o oo o s oo oo m o oo m o
TGTTGGTGT GGGAGCATATCGT GATGATAATGCGGAAG- CCTGTTGTCTTGGAATGTGTCA

CGTCGGAGT GGGT GCGTATCGCGAT GACCAACGGAAA- CCTGTGCGTTTTGCGAATGTGTTA
TCTGGGAGTTGGT GCCTACCGGGATGA- TAATGGAAAGCCTTACGTTCTGCCTAGCGTCC
TCTGGGAGTTGGT GCCTACCGGGATGA- TAACGGAAAGCCTTACGTGCTCCCTAGTGTCC
CCTGGGAGT TGGT GCCTACCGGGAT GA- TAATGGAAAGCCTTACGTGCTTCCAAGTGTCC
CCTGGGAGTTGGTGCCTACCGGGATGA- TAACGGAAAACCTTACGTGCTCCCCAGTGTCC
CCTGGGAGTTGGTGCCTACCGGGACGA- TAACGGAAAGCCTTACGTGCTCCCCAGTGTTC
CCTTGGT GT GGGGGCATACAGGGATGA- CAATGGCAAGCCATACGTTCTCAACTGTGTCC
CCTTGGAGTCGGAGCTTACCGTGACGA- TCAAGGAAAGCCATTTGTTCTCCCATCGGTCA

------------------ GGCTGGCAGCACACAAACCCCAG- AGTATCTCCTTCTG- - - -
GAGAAGCT GAGA- - - AAAGGCTTGCTGGGAGCACT TTCATGGAGTACCTTCCTATGGGAG
GAGAAGCAGAGA- - - GGAGGGT TGCCGGAAGT CAATTCATGGAGTATCTTCCCATGGGTG
GCAAGGCAGAGGCCCA- - - GATTGCCG- - = = = = == == === m e mmmemm e mo
GAAAGGCAGAGGCGCA- - - GATTGCT G- - = = = = == == mmmmmmmmmmmm o e oo
GGAAGGCGGAGGCCCA- - - GATTGCT G- - = = = = == == m e mmmmmmm e oo o e oo e
GGAAGGCAGAGGCCCA- - - GATTGCT G- - = = = = == == s s mmmmmmm o mem e oo
GGAAGGCAGAGGCCCA- - - GATTGCT G- - = = = = == == m s mmmmmmm o mmmme oo

421. ... .. 430....... 440....... 450. . ... .. 460. ... ... 470........
------------------ ATCCTACCCTGCACGT CTGACT CATGT GAAGAGA- CAGGCTG
GAAGTGCCAAAAT GGTGGACCTAACATTGAAGCT- - - - TGCCTATGGGGACAATAGT GAA
GAAGCATAAAAAT GATAGAAGAAT CGCTGAAGCT- - - - GGCATTTGGAGACAACTCTGAG
------ CAAAAA- - = = o mmmee e e e e oo o ATTTGGA - - = - == - - - - -
------ CAAAAA- - = = <= mm oo U ATTTGGA - - - - - - -
------ CAAAAA- - = = o c e oo oo ATTTGGA - = - c oo - -
------ CAAAAA- - = = o m e mee oo ATTTGGA - - = - m - e - -
------ GGAAAA- - = = == o e me oo ATTTGGA - - - e - -
------ CTAAGG- - = === === -c--cmecacacoe-COCTGGA- - === -=---
------ Cov o CA- s mmmmmmemee oo ATCTTGA- - - - m oo - - -
481. ... .. 490. . ... .. 500....... 510....... 520....... 530........

TGCAGCCAGGATGGATGAAGAGGTCC- - - - - - - - - - oo oo o e e e e e oo
TTTATCAAAGATAAAAGAATTGCTGC- - - - - - - - - - - o oo e e e e e e o
TTCATCAAGGATAAAAGAATAGCTGC- - - - - - - - - - - - o oo oo oo oo oo oo -
............ CAAGGAATACCTGCCCATTGGGGGACTGGCTGAATTTTGCAAGGCATC
............ CAAAGAATACCTGCCCATTGGAGGACT GGCGGAATTTTGTAAGGCATC
............ TAAAGAATACCTGCCCATTGCGGGGCTGGCTGAATTTTGTAAGGCATC
............ CAAAGAATACCTGCCCATTGGGGGACTGGCTGAATTCTGTAAGGCTTC
............ CAAAGAATACCTACCCATCGGGGGACTGGCTGATTTTTGTAAGGCTTC
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TGCAGAACTAGCCCT GGGT GAGAACAGCGAAGT CTTGAAGAGT GGCCGGTTTGTCACTGT
TGCAGAACTAGCCCT GGGTGAGAACAAT GAGGT GT TGAAAAGT GGCCGGTATGT CACCGT
TGCAGAACTAGCCCT GGGTGAGAACAATGAAGT GTTGAAAAGT GGCCGGTATGT CACCGT
TGCAGAACT GGCCCT GGGCGAGAACAATGAAGT GTTGAAAAGCGGCCGGTTCGTCACTGT
TGCAGAACTGGCCCT GGGCGAGAACAGCGAAGTGTTGAAAAGCGGCCGGTTTGTAACTGT
TGCTGAGCTTGCACT GGGGCAGGACAGT GACGTTCTCAAAAGCAAGAGGAGCATTACTGT
TGCTCAACTCGCTCTTGGAGAGAACTCTGATGTGATCAAGAACAAGAGAATCTTCACCAC

--------------------------------- CTGGGCAGAGGCCC- - - - ---------
TCAGACTCTGTCTGGCACTGGAGCCTGCCGGCTCTTTGCAGACTTCCAGAAACGTTTT- -
GCAGGCTTTATCTGGGACTGGTGCATGTCGACTTTTTGCTGCATTTCAACAGAGATTT- -
GCAGACCATTTCTGGAACTGGAGCCTTAAGGATCGGAGCCAGTTTTCTGCAAAGATTTTT
GCAGACCATTTCTGGGACCGGGGCCCTGCGGATCGGAGCCAATTTTCTGCAAAGATTTTT
GCAGACCATTTCTGGAACCGGGGCCTTAAGGATCGGAGCCAGTTTTCT GCAAAGATTTTT
GCAGACCATTTCCGGGACT GGAGCCTTAAGGGT CGGCGCCAGTTTTCTGCAAAGGTTTTT
GCAGACCATTTCCGGGACT GGAGCCTTGAGGGTCGGAGCCAGCTTTCTGCAAAGATTTTT

TCAGAGCATTTCTGGAACTGGAGCCCTTAGAATCGGATCTGAGTTCC- - - - - - - - - TTTC
661...... 670....... 680....... 690....... 700....... 710........
------------------------------- CATCCCAGTAGGA- - - - - - GCCAATCA- -
------ TCTCCTGGTTCACAGA- - - - - TCTACATTCCTGTTCCAACCTGGTCCAACCACC
------ CATCCTAATACCCAAA- - - - - TCTATATACCAGTGCCTACCTGGGCCAACCACC
TAAGTTCAGCC- - - GAGA- - - - - - - TGTCTTTCTGCCCAAACCAACCT GGGGAAACCACA
TAAGTTCAGCC- - - GAGA- - - - - - - TGTCTTCCT GCCGAAACCATCCTGGGGAAATCACA
TAAGTTCAGCC- - - GGGA- - - - - - - TGTCTTCCTGCCCAAACCAACCTGGGGGAATCATA
TAAGTTCAGCC- - - GAGA- - - - - - - TGTCTTTCTGCCCAAACCATCCTGGGGAAATCACA
TAAGTTCAGCC- - - GAGA- - - - - - - TGTCTTTCTGCCCAAACCATCCTGGGGAAACCACA
CACAGTTGCGA- - - GGGA- - - - - - - TGTGTACTTGCCGAAGCCATCCTGGGGAAATCACA
TAAGTAC- GCC- - - AAGACCAAGGTTATCTACCAGCCAACACCAACTTGGGGAAACCATG
721. ... .. 730....... 740....... 750....... 760....... 770........
------------------- ATCAATGACTGAAGAGG- - -------------ACTCTGAAA

ACAACATCTGGAAAGATGCACAAGT CCCTCAAAAGACATATCATTACTATCATCCAGAAA
ATAACATTTGGAGAGATGCT GGAGT GCCTATGAAGACATTCCGTTACTATCACCCTGAGT
CACCCATCTTCAGGGATGCT GGCATGCAGCTACAAGGTTATCGGTATTATGACCCCAAGA
CCCCCATCTTCAGGGACGCT GGCATGCAGCTGCATAGTTACCGATACTATGACCCCAAGA
CACCCATCTTCAGGGATGCTGGCATGCAGCTCCAGAGTTATCGGTACTATGACCCCAAGA
CGCCCATCTTCAGGGATGCCGGCATGCAGCTCCAAGGTTATCGCTACTATGACCCCAAGA
CGCCCATCTTCAGGGATGCCGGCATGCAGCTGCAAGGTTATCGATACTATGACCCCAAGA
CACCTATTTTCCGTGATGCTGGTATGCAACT GAAAGCGTACCGCTACTATGATCCTGCTA
TTCCAATCTTCAAATTTGCCGGAGT CGATGTCAAGCAATACCGCTATTATGACAAGTCCA

TCAAGGGC- - - - = - - = - oo oo e oo oo AGGGTCTC
CCAAGGGCTTGGATTTCTCAGCATTGATGGAT GATGT GAAGAAT GCTCCGGAAGGGTCAT
CTAGAGGATTGGATTTTTCAGGACT GATGGATGACATAAAGAATGCTCCAGATGGTTCCT
CTTGCGGTTTTGACTTCACAGGCGCT GTGGAGGATATTTCAAAAATACCAGAGCAGAGT G
CCTGCGGCTTTGACTTCACAGGTGCTCTTGAGGACATTTCAAAAATACCAGCTCAGAGTG
CGTGCGGCTTTGACTTCACAGGCGCTATTGAGGACATTTCAAAAATACCAGCGCAGAGTG
CTTGCGGTTTTGACTTCTCCGGAGCCCTAGAAGACATATCAAAAATCCCAGAGCAGAGTG
CTTGCGGCTTTGACTTCTCTGGAGCCTTAGAAGACATATCAAAAATCCCAGAGCAGAGTG
CTTGTGGCTTTGACTTCACTGGAGCGCTTGATGACATCTCTAAAATTCCACAGAATAGTG
CCTGTGGTTTTGATGAAACTGGAGCACTCGCTGACATTGCT CAAATCCCGGAAGGATCCA
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301
664
655
625
642
644
677
706

671
569
901

320
724
715
685
702
704
737
766

731
629
961

337
784
775
745
762
764
797
826

791
689
1021

355
844
835
805
822
824
857
886

851
749
1081

384
904
895
865
882
884
917
946

911
809
1141

TCTCTCTCC-------- ACGGCTCTT---- - - mm e mmm e e e m e e m e m e mm e - T
TCTTCCTTCTTCATGCTTGTGCTCATAATCCTACTGGAGTAGACCCTACAGAGGAACAAT
TCTTTCTGCTTGTGCTTACTGCTCATAATCCTACTGGAGTAGATCCTTCAGAAGAACAAT
TTCTTCTTCTGCATGCCTGCGCCCACAATCCCACGGGAGT GGACCCGCGT CCGGAACAGT
TAATTCTCCTGCACGCCTGT GCCCACAATCCCACAGGAGT GGACCCTCGTCCTGAGCAGT
TCATTCTCCTGCACGCCTGTGCCCACAACCCCACGGGAGT GGACCCTCGT CCTGAGCAGT
TCCTCCTCCTGCATGCCTGCGCTCACAACCCCACCGGCGT GGACCCGCGT CCCGAGCAGT
TTCTCCTTCTGCACGCCTGCGCTCACAACCCCACGGGCGTGGACCCGCGTCCAGAGCAGT
TAATCCTGCTCCATGCTTGTGCTCATAACCCCACTGGGGTTGACCCACGACCAGAGCAGT
CAATCTTGCTTCACGCTTGTGCTCACAACCCAACTGGAGTTGATCCATCCCGTGACCAGT

GATGAGAGAGCG- - - - --------- AGGCTA- - - - - - s s s e e e e e e m e e e e s
GGAGAGAGATATCACAGCTATTCAAGGCTAAAAAGCATTTCGCATTCTTCGATATGGCTT
GGAGAGAGATCTCTTCCCAGATAAAGGCTAAGGGTCATTTCCCTTTCTTTGACATGGCAT
GGAAGGAAATAGCAACAGT GGTGAAGAAAAGGAATCTCTTTGCGTTCTTTGACATGGCCT
GGAAGGAGAT GGCCACACT GGTGAAGAAAAACAATCTCTTTGCATTCTTTGACATGGCCT
GGAAGGAGAT GGCGACAGT GGTGAAGAAAAACAATCTCTTTGCATTCTTTGACATGGCCT
GGAAGGAGATAGCGT CCGT GGTGAAGAAAAAGAATCTCTTCGCATTCTTTGACATGGCCT
GGAAGGAAAT GGCGGCGGT GGTGAAGAAAAAGAATCTCTTCGCATTCTTTGACATGGCCT
GGAAGGAGCTGTCAGCCGT CATTAAGGAGAGGAAACTTCTGCCGTTCTTTGACATGGCCT
GGAAGAAGATCTCCGACATTGTGAAGAAACGCAACTTGTTTGTCTTCTTCGATATGGCTT

TGCAGGAGCAAAAAACCT- - ------
ACCAAGGTTTTGCTAGT GGAGAT CCAGCGAGAGATGCCAAGT CCATCAGGATCTTTCTTG
ATCAAGGTTTTGCTAGT GGT GAT CCAGAGAGAGATGCAAAAGCCATAAAGATTTTTCTTG
ACCAAGGCTTTGCCAGTGGTGATGGCTGATAAGGATGCCTGGGCTGTGCGCCACTTCATCG
ACCAAGGCTTTGCCAGT GGCGATGGCTAACAAGGATGCT TGGGCAGT GCGCCACTTCATCG
ACCAAGGCTTTGCCAGT GGCGATGGTAACAAGGATGCCTGGGCTGTGCGCCACTTCATCG
ACCAAGGCTTTGCCAGCGGT GATGGCTGATAAGGATGCCTGGGCCGTGCGGCACTTCATCG
ACCAAGGCTTTGCCAGCGGCGATGGTGATAAGGACGCCTGGGCCGTGCGGCACTTCATCG

ACCAGGGCTTTGCTAGTGGAGACATTGATCGGGATGCCTGGGCTGTGAGATACTTCATTG
ACCAAGGTTTCGCTTCCGGAGATGTTGACAATGACGCGTTCGCTGTTCGTTACTTTGTCG
1021.. ... 1030......

---ATGCTCTCCAT--------------- TCTTATGTAA- - - - --------- CTCCCCCC
AAGATGGTCATCATATTGGAATTTCTCAGT CCTATGCAAAAAACATGGGACTCTACGGCC
AGCATGGTCATTTAATAGGACTTGCTCAGTCATATGCAAAAAATATGGGACTGTATGGCC
AACAGGGCATTAATGTTTGCCT CTGCCAATCATATGCCAAGAACATGGGCTTATATGGTG
AACAGGGCATCAATGTTTGTCTCTGCCAGT CCTATGCCAAGAACATGGGCTTATACGGTG
AACAGGGCATTAATGTTTGTCTCTGCCAGTCCTATGCCAAGAACATGGCGCTTATACGGTG
AGCAGGGCATCAATGTCTGCCTCTGCCAATCGCTATGCCAAGAACATGGGCCTGTACGGT G
AGCAGGGCATCAATGTCTGCCTCTGCCAATCCTATGCCAAGAACATGGGCCTGTACGGTG
AGCAGGGCCACAACATTCTCCTGTCCCAGTCTTTTGCCAAGAACATGGGTCTCTATGGTG
AGCAAGGACACAACATTGTTCTCTCTCAATCCTTTGCCAAGAACATGGGACTTTATGGTG
1081..... 1090......

AGCGAGCAGGAAGCCTGAGTGTGCTTTG- - = = = = == == = - - e o e oo o e o m i m - - -
AGCGTGTAGGAGCCTTCACTATGGT CT GCAAAGAT GCGGAT GAAGCCAAAAGGGTAGAGT
AGCGTGTGGGAGCCTTCACTGT GGTCTGCAAAGAT GCT GAGGAAGCCAAAAGGGT GGAGT
AGCGTGTGGGAGCCTTCACTGT GGT CTGCAAAGAT GCCGAGGAAGCCAAAAGAGTTGAGT
AGCGT GT GGGAGCCTTCACGGT GGT CT GCAAAGAT GCAGAAGAAGCCAAAAGGGT GGAGT
AGCGTGTGGGAGCCTTCACTGT GGTCTGCAAAGATGCAGAAGAAGCCAAAAGGGTGGAGT
GATGCCGAGGAAGT TAAGAGGGT GGAGT
AGCGTGTTGGAGGATTCACAGT GGT GT GT GGAGAT GCT GAAGAGGCTAAAAGAGT CGAGT
AACGAGTCGGTGCTTTCTCCGTTGTTACCTCGGACGCTGATGAGGCTGCTCGTGTTGCTT
1150......



FROG
FLOWER
SQY
HONO
Pl G
COow
VOUSE
RAT
TROUT
DANI O
CELEGANS

FROG
FLCOWER
SQY
HONC
Pl G
Ccow
VOUSE
RAT
TROUT
DANI O
CELEGANS

FROG
FLOWER
SQOY
HONC
Pl G
COow
VOUSE
RAT
TRQOUT
DANI O
CELEGANS

FROG
FLOWER
SQY
HONO
Pl G
COow
VOUSE
RAT
TROUT
DANI O
CELEGANS

FROG
FLCOWER
SQY
HONC
Pl G
CcOow
VOUSE
RAT
TROUT
DANI O
CELEGANS

---------------------- GCTGAGGCGGA- - - - - - - CGTTTGCAGTAGAA- - - - - -
------ TGAAGATCCGAAGCAAGCCGT GGCT GT GAAAAGT CAATTGCAGCAGCTAGCTAG
------ TGAAGAT GAGAAACAAGCT GTGGCTGTAAAAAGT CAGT TGCAGCTGATTGCTAG
CACAGTTGAAGATCTTGATCr - = - = = = = == mmmmmmmmmmemm oo eme oo CG
CACAGTTGAAGATCTTGATCr - = - = = = = = o e mmmm o e oo oo e CG
CCCAGTTGAAGATCCTGAT Cr - = - = = = = = o mmmmmm oo oo o oo e e oo CG
CACAGCTGAAGATCTTGAT Cr - = - = = = = = mmmmmm o e me oo oo oo CG
CACAGCTGAAGATCCTGAT Cr - = - = = = = - m e mmmm o e oo e oo e CG
CTCAGCTGAAGATTCTGAT Cr - = - = = = = o e mmmm oo oo o e oo oo CG
CTCAGCTTAAGAT TCTGAT T- - = - = = = - o mmmmmm oo oo oo oo oo CG
CTCAAGTCAAGAT CCTTATT- - = - = = m o m o e e mm oo e CG
1201.. ... 1210. ... .. 1220. ... .. 1230...... 1240. ... .. 1250. ... ...
ACCAAT GTACAGCAACCCACCT TTGCATGGT GCTCAGCTGGT CTCAACCATTCTTGAAGA

ACCCATGTACAGTAACCCACCTCTCCATGGAGCACTTATAGTTTCTACTGTCCTTGGT GA
TCCCATGTATTCCAACCCTCCCCTCAATGGGGCCCGGATTGCTGCTGCCATTCTGAACAC
TCCTATGTATTCCAACCCTCCTGT CAACGGGGCCCGGATTGCCTCGACCATCCTGACCAG
TCCCATGTATTCCAACCCCCCTAT CAATGGGGCCCGGATTGCCTCCACTATTCTCACCAG
TCCCCTGTATTCCAACCCACCTCTCAATGGGGCCCGGAT CGCAGCAACCATCCTGACTTC
CCCCTTGTATTCCAACCCGCCTCTCAATGGAGCCCGGATCGCCGCAACCATCCTGACTTC
GCCAATCTACT CCAACCCT CCAATGAATGGAGCCAGAATTGCTGCCACTATTCTCAACAC
CCCCATTTACTCCAACCCTCCCATGAATGGTGCCCGCATCGCCTCCACGATCCTCACTAC
CCCACTCTACTCCAACCCACCAGTCCATGGAGCTCGCATTGCTTCCCGCATCCTCGCGGA
1261..... 1270...... 1280...... 1290...... 1300...... 1310.......

--------------------------------------------------------- CGG
CCCAGAGTTAAAGAGTCTGTGGCTAAAAGAAGT TAAGGT CATGGCTGATAGGATCATCGG
TCCAGATTTGAAGAAGTTATGGCT TAAAGAAGT CAAGGTTATGGCAGACCGCATCATCGG
CCCAGATTTGCGAAAACAATGGCT GCAAGAAGT GAAAGGCATGGCTGACCGCATCATTGG
CCCGGATCTGCGGCAACAATGGTTGCAGGAAGT CAAGGGCATGGCCGACCGCATCATTAG
CCCGGATTTGCGGAAACAATGGTTGCACGAAGT GAAGGGCAT GGCCGACCGCATCATCAG
TCCAGACTTGCGGAAGCAATGGTTGCAAGAGGT GAAAGGCATGGCTGACCGCATCATCAG
TCCAGACTTGCGGAAGCAATGGTTGCAGGAGGT GAAAGGCAT GGCTGACCGCATCATCAG
ACCAGACCTTTATAAAATATGGTTGGCGGGAGGT CCACGGCAT GGCCAACCGCATCATCAA
ACCAGAGCTGCGTTCTACATGGCT GGAGGAGGT GAAGGGAAT GGCAGACCGTATCATTCG
TCCAGCTCTCAACAAGCAATGGCT CGGAGAT GTCAAGCTCATGGCTGATCGTATCATCAC

1321.. ... 1330...... 1340. .. ... 1350...... 1360. .. ... 1370.......
GATGAGA- - - - CTCTAGG- - - = - = = = = = = @@ w o e oo ool
CATGAGAACTACTTTGCGAGAA- - - - - - - - - AGCCTTGAGAAGT TAGGATCGCCTTTGTC
AATGAGGACTACACTACGAGAA- - - - - - - - - AACTTAGAAAAGAAGGGGTCTACTTTGCC
CATGCGGACTCAACT- - - - - - - - - GGTCTCCAACCT CAAGAAGGAGGGT TCCACCCACAA
CATGAGGACCCAGCT- - - - - - - - - GGTCTCCAACCT CAAGAAGGAGGGCT CCTCCCACAA
CATGCGGACACAGCT- - - - - - - - - GGTGTCCAACCT CAAGAAGGAGGGCT CCTCCCACAA
CATGAGGACCCAGCT- - - - - - - - - GGTCTCCAACCT GAAGAAAGAGGGCT CTTCCCACAA
CATGAGGACCCAGTT- - - - - - - - - GGTCTCCAACCT GAAGAAAGAGGGCT CGTCCCACAA
GATGAGGGAGCAGCT- - - - - - - - - GGCAGCCAACCT GAAGAGT GAGGGCT CCACT CACAA
AATGAGAGAAATGCT- - - - - - - - - GGTGACTAATCT GAAGAAGGAGGGCT CCACT CACAA
CATGAGAACTACGCT CAAGGATTTGCTCGCC- - - - - - - - - AAGGAGGGATCTACTCGTAA
1381.. ... 1390. .. ... 1400. .. ... 1410...... 1420. .. ... 1430.......
-------------------------------------------------- CTCTAGAACA

ATGGGAGCACGTTACCAAACAGATTGGAATGTTCTGCTACAGTGGGTTAACACCAGAACA
ATGGCAGCATATAACTAATCAGATTGGTATGTTCTGCTACAGTGGATTGACACCTGAACA
TTGGCAACACATCACCGACCAAATTGGCATGTTCTGTTTCACAGGGCTAAAGCCT GAACA
CTGGCAGCACATCGTTGACCAGATCGGCATGTTTTGTTTCACAGGCATAAAGCCT GAACA
CTGGCAGCACATCATTGACCAGATCGGCATGTTTTGTTACACAGGCCTAAAGCCTGAACA
CTGGCAGCACATCACCGACCAGATCGGCATGTTCTGTTTCACCGGCCTAAAGCCAGAGCA
CTGGCAGCACATCACCGACCAGATCGGCATGTTCTGCTTCACCGGCCTAAAGCCT GAGCA
CTGGCAGCATGTAATCGACCAAATAGGCATGTTCTGCT TCACAGGCCT CAAGCCTGAACA
CTGGCAACACGT GACTGACCAAATCGGCATGTTCTGCTTTACT GGACT CAAACCTGAGCA
TTGGGAGCACATTACCAACCAAATTGGAATGTTCTGCTTTACTGGAATCAACCCACAACA
1441. .. .. 1450. ... .. 1460. ... .. 1470. .. ... 1480. ... .. 1490.......
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440
1217
1208
1178
1195
1197
1230
1259

286
1224
1122
1501

441
1253
1244
1214
1231
1233
1266
1295

322
1260
1167
1561

441
1275
1266
1274
1291
1293
1326
1355

382
1320
1218
1621

441
1275
1266
1334
1351
1353
1385
1414

409
1350

1681

441
1275
1266
1394
1411
1413
1442
1471

426
1368

1741

G = = = e e e e e e e e e e e e e e e e e i
GGTTGACCG- - - - - - - - - - - - o oo oo oo - - CTTAACAAGCGAATATCACATCTATAT
GGTTGATCG- - - - - - - - - === - - - - oo - - - - TATGACAAACGAGTTTCATATTTACAT
GGTGGAGCGGCT- - - - === == === m - o - o e oo - - - GATCAAGGAGTTCTCCATCTACAT
GGTGGAGCGGCT- - - - == - - - - - oo o oo oo - - - - GACCAAGGAGTTCTCCATCTACAT
GGTGGAGCGGCT- - - === === == == - oo o m - oo - - - GACCAAGGAGTTCTCCATCTACAT
GGTAGAGCGGCT- - ---------------- oo o - GACCAAGGAGTTCTCGGTCTACAT
GCGTGGAGCGGCT- - - - == - - m - - oo o oo oo o - - - GACCAAGGAGTTCTCAGTCTACAT
GGTTGAGCGTCT-------=---- === - oo oo - - - GACTAAGGAGTTTTCAGTATACAT
GGTGGAGCGTCT- - - = - == == - - - o - oo e oo o - - - TACAAAGGACTTCTCTGTTTACAT
AGTTGAGAAGCTTATCAAGGAACACTCTGTCTACCTCACCAAGGA- - - - -----------
1501..... 1510...... 1520...... 1530...... 1540...... 1550.......
GACCCGTAACGGCCGTATCAGT - = = = = = == = s s s o e oo e o e o e o oo e e oo oo

GACCCGTAACGGTCGTATCAGT - - = - = = == = - - oo e oo m e e o e oo oo e o m o
GACAAAAGATGGCCGCATCTCTGT GGCAGGGGT CACCT CCAGCAACGTGGGCTACCTTGC
GACAAAGGATGGCCGCATCTCTGT GGCAGGGGT CACCTCTGGCAATGTGGGCTACCTTGC
GACAAAGGATGGCCGCATCTCTGT GGCAGGGGT CACCT CAGGCAACGTGGCATACCTTGC
GACAAAGGATGGCCGAATCTCCGT GGCAGGGGT CACCT CTGGCAATGTGGGCTACCTTGC
GACAAAGGATGGTCGAATCTCTGT GGCCGGGGT CACCTCTGGCAATGTGGGCTACCTGGC
GACCAAAGATGGTAGAATCTCCATGGCAGGTGTCACCTCCGGTAACGT GGGATACCTAGC
GACTAAAGATGGCCGTATCAGCGT TGCCGGCGT GACCT CTGGAAATGTTGAATACCTCGC

CCATGCCATTCACCAGGTCACCAAGT AATGTCCCTGGGT CGAGGAAACAGAGACAACCTT
CCATGCCATTCACCAGGTCACCAAGT AATTCCCCTGGT GAGAAGGAACAGAGACAACCTT
TCACGCCATTCACCAGGT CACCAAGT AATTCCCCTGGT CAGCAGGAACAGAGACAACCTT
CCATGCCATTCACCAGGTCACCAAGTAAT- TCCCAGGT GCAAAGGAACAGAGACCACTTT
CCACGCCATTCACCAGGT CACCAAGT AAT- CACCAGGT GCAAGGAAACAGAGATCACTTT
ACAT GGAATCCACGCT GTCACTAAGTA- - = = = = = == m e mmmmmm oo e e mmme o

ACAT GCCATTCACCAGGT CACCAAGTA- - - = == =« = o mmme e o e o GAC- - - - - -
CCACGCTCTCCACCAAGT CACCAAGTAA- - - = = =« = m o wmw o mmme oo oo
1621.. ... 1630. ... .. 1640. ... .. 1650. ... .. 1660. ... .. 1670.......

TCTGTCTTCAGCCTCTGCTATTGAGAGCT TCACACAGACAAT GAGAGAGGGT GGATGGTG
CCTGTCTTCAGGCTCTGCTGTTGTGAGAT T CGCAGGGAGGAAGAGAGAGGGT GGATGGTG
CCTGTCTTCAGCCTCTGCTGTTATGAAATCCACAT GGAGGAAGAGGGAGGGT GGATGGTG
CC- - - CGACAGCCTTTGCGCT CGT GAGCGT CACGT GCAGGGT GAGGGAGGGT GGGTGGTG
CC- - - CTTCAGCCTTTGCTCT CATGAGAGT CACGT GCAGGGT GAGGGAGGGT GGATGGTG
------------------------------- AAAAGGAGAATGCTGGG- - - - = - = - - - - -
------------------------------ CAAATTTGCTATGATGGA- - - - = - = - - - - -

GTGAGTGGATCATTTCTTTC- AGCCAC- AGTG- TGTAACACTCAG- - CATTTGAATGT - -
GTGAGCGGATCGTTTTTTTC- AACCAC- AGTACTT- AATGCCCAG- - CGATTGAATGTGT
GTAAGCGGATCTTTTTTTTCCAACCACTAGTACTTTAAAACTCAG- - CGATTGAATGTGT

GTGAATAGATC- - CGGTTTCCAACCAC- - - - GGTGCATAACTCAG- - CGACTGAACTCGC
TTGAGTAGATC- - CTGTTTTCAACCAC- - - - GGTGCATAACTCCTGTCGATTGAACGCGT
1741. .. .. 1750...... 1760...... 1770...... 1780...... 1790.......
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.......................................... ATGGCTGGTGTTACAACA
.......................................... ATGGCTGGTCTTAATACG
TTCTCAGAAAAGAACAT GTAGT GACACAGGGCAGAGGCATCCATGGCTGGC- - - - - - - - -
TTCTCAGAAAAGAAT GTGCAGT GAAATAGGGCAGATGCACCAGTGGCTGGT- - - - - - - - -
TTCTCAGAAAAGAACGT GCAGT GAAAT AGGGCGGAGGCACCTGTGACTGGT------- - -
TCCTCGGAAGA- - - -------- GAGGTAGGGCAGAGGCTTCCTCGGCTGGT------ - - -
TCCTCGGAAAA- - - - - - - - - - - GAGGTAGGGCAGAGGCTCCCACGGCTGAT---------
----- AGAAA- - - - - - - - CAGTG-----GGGCA- - - - - = = = == o e e e e e e oo oo
----- AGA- - - - - m m e e e e e e e e e e aao
1801..... 1810...... 1820...... 1830...... 1840...... 1850.......
GGAAACGTGGGATACCTTGCGAATGCTATACATGAAGTCACCAAGTCATCTTAAATCATT

GGCAACGTTGGATATGTCTTGGACGCTATCCATGAGGTTACAAAATCATTCTAGATTATT

------ GTCTGGAATAT- - - - - - - - - TAAAC- - - - - - - - - CAAACTCTCCCCGGTCCTTT
------ GTCTGGAACTTCGT- GGCTGTAAAC- - - - - - - - - CAAACTCGCCCTCATCCTTT
------ GTCGGGAACTTTGT- GGCTGTAAAC- - - - - - - - - CAAACTCATCC- - - - - --- T
------ ATCTGGAACTTCGTCGGCTCTAAAC- - - - - - - - - CAAA- - CTCCCTCATCC- TT
------ ATCTGGAACTTCGTCGGCTCTAAAC- - - - - - - - - CAAACTCTCCCTCATCC- TT
----------------- CGGTGGCGCT GGA- - = = = = === wmmmmmmmmmmmmmm e oo
1861.. ... 1870. ... .. 1880. ... .. 1890. ... .. 1900. ... .. 1910. ... ...
CAATGACAAGGGGCAGGC- - - = = = = = = = = = == @ w @ o m e me oo
TACTTACATGTTTCAGCCAAACATACAAATTTTGTTTGAAGAGT CAATAA- - - - - - - - - -
CAATCAC- - - - - CCAACAGGTGACCAAATTTTTGTCTTTGGAGACAAACAT CTCAGAAGT
TT- TCTCCAA- = = = = = = = m = m @ m e e e o d et oo e e i
TTATCTCCAG- - - = = - = = = = = == @@ mf e m e f o f oo e oo oo
TTATTTCCAG: = - = = = = = = = = =@ e e m e o f e it ot oo e
TTGTCTCCAG- - - = = = = = = = = = =@ e f e m e oot o e o oo e
TTGTCTCCAG- = - = = = = = = = = = =@ e f e m e o f e i e o oo i oo
1921. . ... 1930. .. ... 1940. ... .. 1950. ... .. 1960. ... .. 1970. ... ...
-------------- GGACACGACACTACATCTTCTACTGTCC- - - - - - - - - - - - - CTGGT
--------------- GACAGGAGGCTAGATTTGT- - - - - - - - - - - ACTTCTGCAATTGGT
AGTACCCTTAT CCAGGGGAGCAAAATAAATTTAATAAAGT CTGACAAATTTTCAACTTGT
------ CTTTTCTCr - = = = == m s mmmmmm e mmmmd e o e meo o ie oo
------ TTTTTCCA = - = - = @ m s m e m e et oo oo
------ TTTTTCCA = - = = = = m s mmm e m et oo
------ CTTTTCr - - - == = oo m o e m ot e el
------ O3 I I
1981.. ... 1990. ... .. 2000. ... .. 2010. ... .. 2020. ... .. 2030.......
GAAGGGGCAACA- = - = = = = = = = = w e e el
TTTGTGGGAAC- - - = - = - == = - - - TGAAAGTTTACC - = - = == - o mmmmme oo e
TTCGGGGTAAGATAGTGATACT CTTCAGGGT TTACCTTGCATATTGAAGACCCTTATTGC
------------------------ AAAGAGTTTACAT- = == === =-=--=-=-----GTGC
------------------------ ACAGAGTTTACAT- === -=-«-«--=-=----GTGC
------------------------ CCAGAGTTTACAT--«-«----=-=-------GTAC
------------------------ TGAAAGTTTACAC- - - = - ===« -=-=----ACGC
------------------------ TGAAAGTTTACAC- = - = - ===« -=-=----ATGC
2041. . ... 2050. ... .. 2060. ... .. 2070...... 2080. ... .. 2090.......
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------------------------------------------------------ GACCTG
------------------------ CATAAACAGTAATTTAT- - -« - = mmmmmmemm e -
AATACGTATCCGATTTATCATATCCATGCACCATAGATTATATCCATTTTTACAGACATC
AA- - - = - - - GAAAGT CATCGCACCAAAAAA- = - = = = = == o e mmmmme oo o e oo
AA- - - - o GAACAACGTAAGCCCCCCCAAAAAAA- - - = - = <« comeme e e
GA------=--- GA- - - - - - - AAGCCCAAAAAAAAAAA- = - - = == - m oo me e
AA- - - = oo - GAAAAAT CACAGCACCAAACA- = - = = = = == == m o mommm oo o e
AA- - - - e e AAAAAT CACAGCACCAAA- A - - = == m s mmmmm e e oo
------------------ CACAATCCTTAACAAAATA- - - = -« - mmmmme e o e
-------------------------- TTTAACTTCTA- - -« m = m e mmmmmme oo o oo
2101. .. .. 2110...... 2120. ... .. 2130...... 2140. ... .. 2150.......
L T
----- TAGCGC- = - = = = = = = = = @ m @ m @i
TTGTTTAGCACTTTAATGAGCATAACCCT G- - - = = = = = == === m e me oo me oo

.......................... CCTGTCAATTATGCCATTGCAATATTTCAGAAGC
.............................. TCTGTCAC----------TATTTCAGAAGC
.............. AAAAAACA- AACCCTGTCAGTCACACCATTTCAATATTTCAGAAGC
.......................... CCTGTCAGCCATGGCACTGGAATAGGTCAGACGC
.......................... CCTGTCAG- CATGGCATAGGCACAGGTCAGAAGC

-------------- ATAATGC- - - - - - - = - = - - - CCACTCCACCCA- - - - - - CC- - - ACC
-------------- GACCTGC- - - - - - - - - - - - - TTAGTCCACCCCAATATTCC- - - TCT
2161.. ... 2170. ... .. 2180. ... .. 2190...... 2200. ... .. 2210.......
------------------- TT T s s s s e e e e
--------------- ATTTTT T o m o m s mm e s e e o e o oo ii oo
--------- 7 0 o
TTTAACTGAA- - - - = - - - - - GTGTCA- - GGTTCCTCGTGAGAAACAA- - - - = - - - - - GCA

TTTAACTGAGC- ACCTCATGGTGTTGCGGGTTCCTCTGTAGAACCAACATGAAAATAGCA
TTTAAGTGAAATACCTTTTGGTGTCACGGGTTTCTCTG- AGAACCAGCCTGAAAACAGCA
TTTACCTAAAGCCT CAGGTGGTATCAGGGGCTCCCCCGTGGACCC- - CAGTAGAGCCTCC
TTTACCTGAAGCCT CAGGTGGT GTCAGGGGTTCCCCTGTGGACCC- - CGGTAGAGCCTCT

TT------ ACAGAGGAGCT G- - = = = = = == === === s mmmmmem oo e
TTGGACTCAGATCTCGGCT T- = = = = = = = = m s mmmmmmm o mma oo oo e
2221.. ... 2230...... 2240. ... .. 2250...... 2260. ... .. 2270.......
- GTAAAGCATAATTTCTGTA- - - - - - - - - J'N ) c S GGCT- - - - - -
17
- TTATAAAATAATTTGAGTAGTAGATTGAATAAG- - = - = -« - === = = = - - GGCTTTATTT
CACCTTAGAGGCTTTGAG- AGAAGGCCAGCTAGTTCTGTCATGAGTAGT CGGCCTCGTGT
CCTATCAAAGGCTTTGTG- AAAAG- - - ATCTAGTTCTAACATTAACAG- - - - CCTCATGT

CCTGTTAGAGGCTTTATG- AAAAG- - - ATGAAGTTCTAACATTAGCAGTCAGCCTCATGT
CCTAATAGAGGCTATAAG- AGAAAAATAACTAGTTCTGT CATTAACAGTTGTCCTCAAGT
CATATTAGAGGCTGTAAG- AGAAGAATAACTAGTTCTGTCATTAACAGTTG- - - TCGAGT

------------------------------------------------------ GCTGAC
------------------------------------------------------ GCTGGG
---------------------------------------------------- ATGGTGAA
CTGTCCTCCCATCTTGGAACAACCT- TATCAACAGGCCGCACTGCAGAAATGATGTTTTA
TTGCCCTCCTGTGATTGAGCAACCG- TATCAGCAAACT- - ATTACCGAAATC- - - - - - - -
TTGTCCTCCCGTGACTGAGCAA- CT- TGTCAACAAACT GTATTATGGAAAT CATGATTT-
TCGTCCTCTTGGT GT GGAGCAAACT GTGT CAGCAGACCACATTACAGAAATTATGCTTTA
GTGTCCTCGTGGTGT GGAGC- AACTGTGT CAGCAGACCACAT TATGGAAATTATGCTTTA
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TGAAAAC- CATGAG- CTGCTGCCACTCCAGCAAGGGAAATAA- - - - - TGCAGTTTCCTGT
---------------- TGTTACCACTGCACCAA- AGAAAACAAAAGATGCTGTTTCCTGT
----- AC- AGCGAGT CTGCTACCACT GTAGT GGGAGAAAATAAAAGATGCTCTTTCCCAT
CAAAAACCAACAGGTCTGTTGCCACT TCAAC- AGGGACAGTAGAAGATGTAGTGTCGTGT
CAAAAAC- - - - == === mmm e - CAAC- AGGGACAGTAGAAGATGTAATGT- - - - -
-------------- TTCTTTAAGACTGTAAATTGTTCAA- - - - - === mmmcmm e e e o
-------------- TCATTTGGCTGTTTCACTAGGT CAA- - = - = === - m oo oo e e o

------- AGGAAGT A= = - = = = = = =& m e ool
CTTATTTAAGAAAAAGAGA- - - = = == == mmmmmmm e meemme oo AGGCTC- - - - - - - -
CTTATTTAAGAAATAAAGAGGAGCT CCTTTGCAGCACAGT GGGTTAAGGAT CCAGTGTAG

------------------------- CTTTGACCTC-AAC- - = - == === - mmmcm oo o -
------------------------- CGTGGATCCCTAAC- - - - === m = - mmmm e e o
2521..... 2530...... 2540. ... .. 2550. .. ... 2560. .. ... 2570.......
G & = m m o e e e e e e e e e e e e e e e e e e i i eaaaoo
0 7 S
CTTTAAAAAAAACGAAAAAGGAAGAGGCGCTTTTTTT- - AGCACAT GGAGGCAACTTAAT
-------------- AAAGAGAAAGAAGGCTTTTCTTTCCAGTACCTGCAGG- ATTTTAAT
----------------------------------------- CGCCTGC- - - == === -« - -
---------- Y
---------- ATGGAT- -« =-«--c-me-ce-ueo-u------GCTTTCAGGGTGTCTAAC
2581. . ... 2590. .. ... 2600. ... .. 2610. ... .. 2620...... 2630.......
------------------------------------- L o
________________________________________
--------------------------------- TTCCTTAC - -« - m e mmmmme e o
----- TCTTTTCTCCCTTGTCATTGCCGTTCTTTTCCTTACACGCA- AAACATTTTTAAC

GTTCCTTTTTTCTCCCTCGTCACTGCTGTTCTGTTCC- - ATAGGCACAAAGACCTGTAAC
GTTCCTCTTTTCTCCCT- ATCACTGCTGTTCCTTTCC- - TCGGGCCCAGAGATCTGTAAC

------------- CCCTTGTCATTGCTGTTCT- = - === mmmmmmmmmmm e e e 2 A
--------------- CTTGTCATGGCTGTTCT---=-cmcmcmmmmcmcmcaaaaa2- G
GGGAGTCGTCTCG - - - = = = = = = = = = m = mm o m e m e oo oo e o oo e
2641. . ... 2650. ... .. 2660. ... .. 2670...... 2680. ... .. 2690.......
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2139
2315
2214
2149
2137

581
1587

2941

TATTGCAGTT- - TCATCCCATTCTACTGCTTGATTGACCATCAACTCCATCCTATCGAGA
TA- CCTAGGTTTTCATCCTGTTCTACTCTTTGACTGACCATCGGTCCCATCCCATAGGAT
TAGCCCAGATATTCGTCCTGTCCTACTTCCTGAGTGACCATCAATCCCATCCCATAGGAT

GAGCCTAGAGTCTCATCCCGTTCTACTGCA- - - - - - AACGT CCGCCT CAGCCTAT GGGG-
TAGCCTGGAGTTTCATCCCATTCTACTGCTCGGTTGACCATCAACCTCATCCT- - - - TA-
~AGGCTA- - - -« - m e e e o - - TCCTGTGGTTCAGTGACTAATAAGCACA- - - = - - = - = - -
2701. . ... 2710. ... .. 2720. ... .. 2730. ... .. 2740. ... .. 2750.......
------------------------------------------------- TCCAC- - - - - -
------------------------------------------------- TAAAC- - - - - -
------------------------------------------------- TACAC- - - - - -
TTATTTA- - - - - AGAATGAAGA- - - ACATAATTTTTCTGCTGATGCCG- TACCCTCACCC

TTACTTACCTGAAGAGTGAAGA- - - ATGGTA- TTTACTGCTCATCCCA- TACCCTCACTT
TTATTTATTTGAAGAATGCACACGCACATTA- TTTACTGCTCATCCCAATACCCTCGCTT
GGAGTTACAT- AAGAATGGAGA- - - GCATAGGTTTTCTGCTCCTGC- ATAGC- - - CTCCT
GGAGTGATCT- AAGAATAAAGA- - - ATGTAGTTTTTCTGTTCATGCCATAAC- - - CTTCT

TTTTCAGCAAAGAATAGT GGAGAGTAGGAAAC- - TGTACTTTATCTCGGCATCCTCTTGA
TTCTTGGCAAAGAATAGCAGAGAGTAGGTCAC- - TGCCCTTTACTCCAGCATCCTCTCCA
TTCTTGGCAAAGAATAGCAGAGAGTAGGT- AA- - ACCGCTTTATTTTGGCATCCTCTTCA
CTCTCATCAAAGAGCCGT GGAGAGAGAGAGACCCTGCCCTTGATTTCAGAGTCCTCTTCA
GTCTCAGCAAAGAGCC- - GGGGAGAGTGGGACCCTGCCCTTGATTTCAGAGTCCTCTTCA

---------------------------------------------- CACCATGTCAAAGG
------------------------------------------- TTTCATCCTGTTAAACT
2821.. ... 2830...... 2840. ... .. 2850. ... .. 2860. ... .. 2870.......
________________________________________________ A-mommme e
+ - GATGGATT- - == mmmmmmmmmmmmmm e TTTGG - - - -------
o TAT- TATT- - - m o mmmmm oo e ie oo CTGTT------=-=--

ATGATAGTGCAAGTTTCTCCAGTTGGGATGTTGTCTCTGCCCGGTTGGACCTCCT- CCCT
GTGATTATTTAATTATCTCCTGTTGGGATGTTGCCTCTGCCCGGTTGGACCATGTACCTT
------------------- ACGT GGGGAGGTTGCCTCT- CCCAGCTGGCCCTCGT- CCCT

GTCATTGATTGATTGGCTCCTACT GGGAT GGGGCCTCTGCCCAGCTGGACCT- - - - - - cT
G- - - - TGATTGATTGGCT CCTACGGGGGT GGGGCCTCTGCCCAGCTGGACGT- - - - - - cc
< 1
CTGTATGA- - = = - = = s mmm o m ot b oo ACT
2881..... 2890...... 2900. ... .. 2910. ... .. 2920. ... .. 2930.......

TTGTTGAATGTGGT- GTGCAGCCTCTCATCTCACACTGTGAGTCCAGCG- GCGCAGGGTG
TTCTTCAGTGTGGTTGTGCCATCGCTTACTTCGTATTATGAGT CAGGCAA- TGCAGGGTA
TTGTGCAGTGTGGTTGTGCAGT CAGT- - CATCTCATCAGGAGT CAGGCCTGTGCAGGGTA
TCATCCATCCTGGCTGCACAGCCTGTCTCTTCAC- - - ATGAGTCAGACG- - TGCAGGGTA
TCATTCATCCTGACTG- - CAGCCTG- - TCTTCAC- - - ATGAGTCAGACA- - TGCAGGGTA

---------------------------------------- AGT---cmmmmmmmm o
TTATTTATTGTG === - m e e mmmmm e e e e TGAGT- == - - s mmmmmmmem o -
2941. .. .. 2950...... 2960...... 2970. ... .. 2980...... 2990.......
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2197
2374
2272
2204
2188

584
1604

3001

2240
2431
2329
2246
2230

606
1641

3061

2297
2490
2345
2306
2289

609
1645

3121

GTACCAGGAAAGAGGATATTCTAGGCTT----------------- GCGTGCTGCTAGCTG
GGACCGGGAAAGAGGATACGCCGGGCTTTGGTTTTAACCT- - - TTGCATGCTGCCAGCTG
GAACCGGGAAAGAGGATACTCTGGGCTTCAGTTTTAACCC- - - TTGTGTGCTGCCAGCTG

GGATCAG- - AAGGAGATACTCTGGGGT- - = - = == === = = - = - - TTGTGTGCTGCCAGCCC
GGATCGG- - AAGGAGCTATTCTGGGGT- - = -« =« === = = - - - TTGTATGCTACCAGCCC
----------- GATGGT CCAATGATCTGCCCTA- - - = - = == s mmemmmmmmmmm e oo -
----------- GA- AGTAAAAT GAGCAACAGT AATAAACAGTATTGTGT- - = - - - - - - - -
3001. . ... 3010. ... .. 3020...... 3030...... 3040. ... .. 3050.......

GGTTCAGGCTTCACCCACTGG- AAAGA- - ACCACCATCTGCTCTAACCATGTAGACTTAT
GGCTCAGGCTTCACCCTTTGG- AAGGATAACCACCATTCGCTTTAATCATGTAGACTTAC
GGCTCAGGCTTCACCC- - - - - = = - = m o e o m o e o e e o e o e o e o e oo m oo oo o -
GGCTCTAGACTCCGCCCTTGGGAAAGATAACCACCATCTGCTCTAATCATGTAGACGTAC
GGCTC- AGACTCAGCCCTTGGGAAAGATAACCACCATCTGCTCTAACCGTGTAGACGTAC

TGCGGCCTGGTTTTCTCTGTTACAATAAAATTACTGTAGA- - CCC
TGCTGCCTGG- TTTCTCTGTTACAATAAAGTTACTGTAGATTTAG
------------------------------------------ CcCcC
TGCCGCC- TGGTTTCTCTGTTACAATAAAATTACTATAGA--C-C
----- CT- GGTTTTCTCTGTTACAATAAAATTACTACAGA- - CCC
------------------- TTGACAAATGGTCCGA- - -------T
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