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175
18

18
181

52
62
43

29

235
28

30
241

CAATTTTT--------- AAACCAT- = = = = = s s mmm e e e oo
TTTTTTTCGCCGTTTGAAAACCAT - - = = = - - s s mm o mmmm oo mioio oo
--------------------------------------------------------- TTC
AAA- - - - - - CCGACCGGAGACCAAGGAGCT CGAAGGAACAGT TCCTAGACGCATCAGTTC
GAA- - = = - m e e el
0
1o ..., 10........ 20, . ..., .. 30........ 40. .. ... .. 50.........
---------------------------------- TTATTTTGTGTGT----=--=-----
---------------------------------- TTATTTTGTGTGT-------=-=---
TCCCATCTCTATGCCAAAT T= - = = - - & o x o s o e oo oo oo oo
-------- AAATTAGAACT T- - - = - cm e s e e e e e

61....... 70. ... .. .. 80........ 90........ 100. ... ... 110. . ......
------------ GAAATGGTTATTAAGTC- - = - == - s mmmmmmmmmmemoo oo
------------ GAAATGGT TATTAAGAA- - = - - = <« mmm e oo me o oo o e oo o
-------------------------------- GTTCAGTCA- - - === s e e mmme e o
-------------------------------- CTTTACCCT- - s mmmmmmmmm e -

---------------------------------------------- TTCGGCCGGTCCGG
---------------------------------------------- GTAAACCGGTCCGG
121...... 130....... 140.. ... .. 150. . ... .. 160....... 170. . ......
----------------------------------------------------- CT- TCTA
----------------------------------------------------- ATCTGTA
--------------------------- TTCTCGCC- = ===« -cmmmmemcmeama-=-GT
--------------------------- TTC---GA-=---mmmemeaeomeoao---GA

--------------------------- TTCTCGC- -« «----=-c-c-==-=----CGG
------------------------- AATTCTCGC- - - = === =-=-==-=-=------GGA
181...... 190....... 200. . ... .. 210. . ... .. 220. . ... .. 230........
L7
LI
]
e
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301

76
89
79

65

17
347

70

73
361

90
103
113

109

72
402
20
110

96
421

95
108
161

50
166

120
450

161

147
481

128
141
212
107
220

171
501
119
212

47
198
541

------------------- GGTTAGGATTCCAATGAAAAG- - - - = -« = === m = o e e o -
------------------- GGTTAGGATTCCAAT GAAAAGAAG- - - - - = = === === == - -
-------------------------- A- - - AAAGGAAAACATCGCATAAACTCATTTTTT
-------------------------- G- - - AAAAGAAAAAAGAACTTGTTTTCCTCTTCA
--------------------------------------- GAAGACACCACCGGA- - - - - A
CGGGCGCGGAGCTACT TCCGGT GGGGA- - - AGAGAAAGGGAAGACACCAGCGGA- - - - - A
------------ TAC--------cemceamuoaco-o-----CGGCAGGTTCGGA- - - - - A
Covmmmmmm - CTAC- - - s m s mmm e mmm e e e AGTTACTAACCGA- - - - - A
301...... 310....... 320....... 330....... 340....... 350........
--------------- TGTTCTCATGAACA: - - = - - = - mme o me o oo i mieaa oo
--------------- TGTTTTCGCAAACA:- - - = - = = = = mx o oe e oe o i e oo e a o
(] o TAAAAACCGTA- - - CAATTGCAATCGAATAAG- - - A
___________________________________________________________ A
GCAAGACA- - - = === === oo - - CATAAATCGTAATCCATTTTCTCTCAACTTTAGGAA
GCAAGGAAGGTGCTGT GTAATCATTAAGGAGCGGAGGCT TTTGGAGCT GCTAAAA- - - - -

GCGGGAAAGGTGCTGTGTAATCACCGAGACGCGGAGGCACTTGCGGCTTCTAAAA- - - - -

------------------------------------ GGGCTTGCGGCTTCTAAAA- - - - -
--------- TTGTTTCGGTGTGAC- - - - - - - - - - - AGCTCTTGTTGTTTGT GGATAGACA
--------- TTTGTTAGCAATCA- - = - === = === eoeoenooo----- AGCAAGCAG
361...... 370. .. .. .. 380....... 390....... 400. ... ... 410. .. ... ..
-------------------------- TCTCT- - mmmmmmm e e e e
-------------------------- 07 e o
- - - TGCCGGACTACC- - - TGGGCGA- - - - - CGACCAGCGCAAGGT GAAGC- ACGAT GAGA
- - - TGCCAGATCACC- - - TTGGAGA- - - - - TGACATGCGCAAAACTAAAA- AAGATGATA
- - - TCTCAAATCTCCGATTTGGAAAT CCGGCGACAAT GGT GAGAGATAT TGAAGAT GAGA
- - - TGCCGGATTACCTCGGT- - - - - - - - GCCGATCAGCGGAAGAC- CAAAGAGGATGAGA
- - - TGCCGGATTACCTAGGT- - - - - - - - GCGGACCAGCGGAAAAC- CAAAGAGGAGGAGA
- - - TGCCGGATTACCTAGGT- - - - - - - - GCAGACCAGCGGAAAAC- CAAAGAGGAT GAGA
CCATGCCTGACTATCTGGGA- - - - - - - - GCGGACCAGCGGAAGAC- CAAAGAAGAAGAAA
TCATGCCTGATTATTTAGGA- - - - - - - - ACCGAACAACGCAAAGT- AAAAGAAGAGGAGA
421. ... .. 430....... 440. ... ... 450. ... ... 460. ... ... 470. .. ... ..
------ AGG- - - - - - = GCTCA--------------GTTGTATGTCATGTATCGAGGAGTA
------ AGG- - - - = - - GCTCA- - - = - = - = - - - - - - GTTGTATGTCATATAGCGGGGAGTA

------ AGGAGGACAAGGAGA- TCAAGTCCCTC- - GACGAAGGCGACATTGAGCTTCTAA
CCAAGGAGGAAGAGAAGAATT- TCCAGGCTCTC- - GACGAAGGAGACATTGCTGTTTTGA
TTA------ GAGACGAGAAGAATCCTCGTCCTCTTGATGAAGATGATATCGCTCTCCTCA
------ AGGACGACAAGCCCATCCGAG- - - CTCTGGATGAGGGGCGATATTGCCTTGTTGA
------ AGGACGACAAGCCCATCCGAG- - - CTCTGGATGAAGGGGATATTGCCTTGCTGA
------ AGGACGACAAGCCCATCCGAG- - - CTCTGGATGAAGGGGATATCGCCTTGTTGA
------ AGGAGGACAAACCTATCCGAT- - - CTCTTGATGAAGGAGATATTGCATTGCTGA
----------- GATAAACCTATCAGAT- - - CTTTGGATGAAGGAGACATTGCCTTATTGA
------ AAGAGGACAAACCCATTCGAG- - - CTTTGGATGAAGGAGATATTGCACTTCTAA
481. ... .. 490....... 500....... 510....... 520....... 530........

GCACTGAACTTGGCATAGCACT TAAT - - - = = = = = - e o e o e e e o m e e e e oo oo
GCACTGAACTTGGCATAGCACT TAAT - - - - - - - s - - o oo m oo o oo oo - - -
AGACTTA- - TGGGCAGAGCCAGTATCACAAATCCATCAAGAGCATCGAGGAGGACATTCA
AAAGATA- - CGGGCAAGGT CCATACGCGGAACAGCTCAAAACATTGGACGCGGATATTGA
AGACTTA- - TGGGTTAGGGCCTTACTCTGCACCTATCAAGAAAGT GGAGAAAGAAATT- -
AAACTTA- - TGGTCAGAGCACTTACTCTAGGCAGATCAAGCAAGTTGAAGATGACATTC-
AAACTTA- - CGGCCAAAGTACTTATTCAAGGCAGATCAAGCAGGTTGAAGATGACATTC-
AAACTTA- - TGGCCAGAGTACTTATTCGAGGCAGATCAAGCAGGTTGAAGATGACATTC-
AAACCTA- - TGGACAAAGCACTTATTCAAGGCAGATCAAGCAGGTAGAGGATGACATAC-
AAACTTA- - TGGCCAGAGCACTTACTCCAGACAGATTAAGCAAGT GGAAGATGACATCC-
AAACCTA- - TGGCCAAAGCACATATTCCAGACAGATTAAACAAGT GGAAGATGATATTC-
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AAAGGCTGTG- - - AAGCAGGT GAACGAGCT GACT GGAAT CAAGGAAAGCGACACGGGTCT
AAACTGTCTG- - - AAGAAGGT GAACGAACTTTCTGGAGT GAAAGAATCAGACACCGGGTT
- AAGGATCTCGCCAAGAAGATCAACCGATCTATGTGGTATCAAGGAGTCTGATACTGGTTT
- - AGCAACTTCTCAAGAAAATTAATGAGCT CACTGGTATTAAAGAATCTGACACT GGCCT
- - AACAACTTCTCAAAAAAATTAATGAGCTCACTGGTATTAAAGAGTCTGACACTGGGTT
- - AGCAACTTCTTAAAAAAATTAATGAGCT CACTGGTATCAAAGAGT CCGACACTGGGCT
- - AGCAACTGCTTAAGAAAATCAATGAGCTTACAGGTATTAAGGAGT CTGATACAGGACT
- - AAAACCT GCTCAAGAAGAT CAATGAACTAACCGGCATTAAGGAATCGGACACT GGCCT
- - AGCAGCTTCTGAAGAAAATAAAT GAGCTGACAGGTATTAAAGAGTCTGATACAGGTCT

----------------------------------------------------- AACCTTA
----------------------------------------------------- GACCTTA
GGCGCCACCAGCGCTCTGGGATTTGGCCGCCGACAAGCAGATCCTGCAAAACGAGCAACC
GGCTCCACCAGCTCTATGGGATATTGCTGCTGATAAACAAGCAATGCAGCAAGAACAGCC
AGCTCCTCCCAGT CAATGGGATCTTGTATCTGATAAGCAAAT GATGCAAGAAGAGCAACC
GGCCCCACCAGCACTCTGGGATTTGGCTGCAGATAAGCAGACACT CCAGAGT GAACAGCC
GGCACCTCCGGCCCTCTGGGATTTGGCT GCAGACAAACAAACACTTCAGAGT GAACAGCC
GGCCCCTCCAGCCCTCTGGGATTTGGCT GCAGACAAACAGACACTTCAGAGT GAACAGCC
TGCTCCTCCAGCACTTTGGGATTTGGCT GCAGATAAACAGACACT GCAGAGTGAACAACC
GGCTCCCCCTGCACTTTGGGATCTGGCT GCAGACAAACAGACTCT GCAGAGCGAGCAGCC
GGCTCCTCCGGCACTATGGGATCTGGCAGCAGACAAGCAGACTCTACAGAGT GAGCAGCC

661...... 670....... 680....... 690....... 700....... 710........
TTTACAGCTTCCAAGA- - - - - - - - - oo e e o e e m e oo o AATCCTT
TTTACAGCTTCCAAGA- - - - - - - - - oo e e e o e o e e e e e oo oo - - AATCCTT
GCTGCAGGTTGCCCGATGCACCAAGATCATCAACGCGGATTCCGACGACCCCAAGTATAT

TCTCCAAGTTGCCAGATGCACAAAAATTATCACCAGCGACAAGCACGATCCGCGTTACTT
TCTGCAGGTTGCGAGATGCACAAAGATTATAAGT CCAAACACT GAAGACGCCAAATACGT
TTTACAGGTTGCCAGGT GTACAAAGATAAT CAATGCTGATTCGGAGGACCCAAAATACAT
ATTACAGGT GGCAAGATGTACGAAGATAATCAACGCTGATTCGGAGGACCCAAAATACAT
GCTACAGGT TGCAAGATGTACCAAGATAATCAACGCCGATTCAGAGGACCCGAAATACAT
ACTTCAAGTAGCAAGATGTACAAAAATAAT CAATGCAGACT CAGAGGACCCAAAATACAT
ACTGCAGGT GGCAAGATGCACAAAGATCATCAATGCTGACT CTGAAGATCCAAAGTACAT
TTTGCAGGTGGCCAGATGCACCAAGATCATCAACGCTGACTCTGAGGATCCAAAGTATAT

721. ... .. 730....... 740....... 750....... 760....... 770........
C----- TCCGTAGCAATTTTTCG---------------- CCGT GCTCGGAT GGCAA- - - -
C----- TCAGTAGCAATTTTTCG- - - ------------- CCGTGCTCGGAT GGCAA- - - -

CATCAATGTTAAGCAGTTCGCCAAGTTCGTGGTGGACCTAGCTGACTCGGTGGCCCCTAC
GATCAACGTAAAACAGCTTCGCTAAGTTTGTTGTAGACCTTGCTGATTCCGTTGCACCTAC
CATAAATGTCAAACAAATTGCTAAGTTTGTTGTTGGACTTGGCGATAAAGTTTCTCCCAC
TATCAACGCTAAAGCAGTTTGCCAAGTTTGTGGTGGACCTTAGTGATCAGGT GGCACCTAC
CATCAATGTGAAGCAGTTTGCCAAGTTCGTGGTGGATCTCAGT GATCAGGT GGCACCCAC
CATCAACGTGAAGCAGTTTGCCAAGTTCGTGGTGGATCTCAGT GATCAGGTGGCACCTAC
TATTAATGTAAAACAATTTGCTAAGTTTGTAGTAGACCT CAGTGACCAAGTTGCTCCTAC
CATCAATGTGAAGCAGTTTGCCAAGTTTGTGGT GGACCT GAGTGACCAGGTGGCCCCCAC

CATTAATGTGAAACAGT TTGCCAAGT TTGTGGT GGACCTGAGCGAT CAGGT TGCTCCGAC
781. ... .. 790. ... ... 800....... 810....... 820....... 830........
---------------------------------------- ACATACCAGCTTCA- - - - - -
---------------------------------------- ACATACCAGCTTCT- - - - - -

TGACATAGAAGAGGGAATGCGTGTGGGTGT CGACCGCAACAAGTACCAGATCCACATTCC
TGATATTGAGGAGGGCATGAGAGTAGGAGTAGACCGTAACAAGTATCAAATTCATCTTCC
TGATATTGAGGAAGGCATGCGTGTTGGAGT TGATCGGAATAAATATCAGATTCAGATTCC
TGACATTGAAGAAGGGATGAGAGT GGGCGTGGATAGAAATAAATATCAAATTCACATTCC
TGACATTGAAGAAGGGAT GAGAGT CGGT GT GGACAGAAATAAATACCAAATTCACATTCC
TGACATTGAGGAAGGGAT GAGAGT CGGCGT GGACAGAAATAAATACCAAATTCACATTCC
TGATATTGAAGAGGCGTATGAGAGTTGGTGTTGACAGGAACAAATACCAGATTCACATCCC
TGACATAGAGGCAGGGTAT GAGAGT CGGTGT GGACAGAAACAAGTACCAGATCCACATTCC
TGACATTGAAGAAGGAAT GAGGGTTGGCGTTGACAGGAATAAGTATCAGATCCACATTCC
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961

298
311
674
569
682
50
633
963
581
674
509
660
1021

347
360
734
629
742
110
693
1023
641
734
569
720
1081

387
400
790
685
798
166
749
1079
697
790
625
776
1141

GTGCAGACACTTCTGAT
GTGCAGACGCTTCTAAT
GCTGCCTCCCAAGATTGATCCTACGGTTACCATGATGCAGGT TGAGGACAAGC- - CGGAC
GTTGCCCGCCAAAATTGATCCAACCGT CACAATGATGCAGGTTGAAGAAAAAC- - CAGAT
TCTACCTCCCAAAATCGATCCTAGCGT GACCATGATGACTGTCGAAGAGAAAC- - CTGAT
ATTGCCTCCTAAGATTGACCCAACAGTTACCAT GATGCAGGT GGAAGAGAAAC-
ACTACCTCCTAAGATCGACCCAACAGTTACCATGATGCAGGT GGAGGAAAAAC-
ACTGCCTCCTAAGATTGACCCAACAGTTACCATGATGCAGGT GGAGGAAAAAC-
TCTCCCTCCAAAGATTGACCCCACAGTAACAAT GATGCAGGT AGAGGAGAAAC-
TCTGCCTCCCAAGATTGACCCCACAGT CACTATGATGCAGGT GGAGGAGAAGC-
TCTGCCACCCAAAATCGATCCTACGGTCACTATGATGCAGGT AGAGGAGAAGC-

CTCAGCACCCGTGCTATTTG--------- GACAGAGTCGTGCTAACAATTCAAA- - - TCT
CTCAGCACCAGTGCTATTTG- -------- GACACAGTCGTGCTAACAATTCAAA- - - TCT
GTCACCTACAGCGATGT GGGCGGCTGCAAGGAACAA- - - - - - - - - - - ATCGAAAAGCTGC
GTAACATATTCGGATGTCGCGAGGCTGCAAGGATCAA- - - - - - - - - - - ATTGAAAAGCTTC
GTAACTTACAATGATGTTGGTGGATGCAAGGAGCAG- - - - - - - - - - - ATTGAGAAGATGC
GTAACATATAATGATGTTGGCGGTTGTAAGGAGCAG- - - - - - - - - - - ATTGAAAAGATGC
GTCACATACAGTGATGTTGGTGGCTGTAAGGAACAG- - - - - - - - - - - ATTGAGAAACTGC
GTCACATACAGTGATGTTGGTGGCTGTAAGGAACAG- - - - - - - - - - - ATTGAGAAATTGC
GTCACATACAGTGACGTTGGTGGCTGTAAGGAACAG- - - - - - - - - - - ATTGAGAAATTGC
GTGACATATAGCGATGTTGGAGGT TGCAAGGAACAA- - - - - - - - - - - ATAGAAAAACTGC
GTGACCTACAGTGACGT GGGTGGATGTAAAGAGCAG- - - - - - - - - - -
GTGACCTACAGCGATGTTGGAGGCTGCAAAGAGCAG- - - - - - - - - - -
961...... 980.......

GATATCTCTTTCAACACTCATTGA- - - -------- ACGGGCATGGATCTTAAAAATGTGA
GATATCTCTTTCAACACTCATTGA- - - - - ---- -~ ACGGGCATGCGAATCTTAAAAATGTGA
GCGAGGT GGT GGAGACGCCACT GCT GCACCCGGAAAAGTTCGT CAATCTGGGTATTGAGC
GAGAAGT TGTCGAGACTCCACTTCTTCATCCCGAGCGTTACGT TAATCT CGGAAT CGAGC
GAGAGGT TGTTGAACT GCCAATGCT TCATCCAGAGAAATTTGT GAAGCTTGGAATAGATC
GAGAAGTTGTTGAACTTCCCATGCT TCATCCAGAGAAATTTGT CAAGCTTGGGATTGATC
GAGAAGTAGTTGAAACCCCATTACTTCATCCAGAGAGGTTTGT GAACCTTGGCATTGAGC
GAGAAGTAGTTGAAACCCCTCTGCT CCATCCAGAGAGGTTTGTTAACCTTGGAATCGAGC
GGGAAGT GGTTGAAACCCCTCTACT CCATCCAGAGAGGTTTGTTAACCTTGGAATCGAGC
GGGAAGT TGTGGAAACACCACTGCTTCATCCGGAGAGGTTTGTTAACCTTGGTATTGAGC
GGGAGGT TGT GGAGACCCCACTGCT CCATCCCGAGAGGTTTGT CAACCTGGGTATTGAGC
GAGAGGT GGTCGAGACTCCTCTGCT CCATCCTGAGCGCTTTGT CAACCTGGGTATTGAGC
1021.. ... 1030...... 1050......

GTCCGA- - - -------- - - - - - CCCTCTAGATCAGGTAAGCTAAACTCAATCTTCC
GTCCGA- - - - - - - - - - e m e e o e - - CCCTCTAGATCAGGTAAGCTAAACTCAATCTTCC
CGCCCAAAGGTGTGCTACTGTTTGGCCCACCGGGAACGG- - - - GAAAGACCCTGTGTGCC
CACCAAAAGGAGTTTTGCTCTACGGT CCACCAGGAACAG- - - - GAAAGACGCTTTGCGCT
CTCCCAAGGGTGTTCTCTGCTACGGACCTCCTGGTACTG- - - - GTAAAACTCTTCTGGCT
CTCCAAAGGGTGTTCTTTGTTATGGCCCCCCAGGAACTG- - - - GGAAAACACTTTTAGCC
CTCCCAAGGGCGTGCTGCTCTTTGGT CCACCCGGTACAG- - - - GCAAGACACTCTGTGCG
CTCCAAAGGGTGTACTGCTGT TTGGGCCACCAGGCACAG- - - - GCAAGACACTCTGTGCT
CTCCGAAGGGTGTGTTGTTATTTGGGCCACCAGGCACAG- - - - GCAAGACCCTCTGTGCC
CTCCCAAGGGAGTACTGCTGTTTGGACCTCCTGGGACTG- - - - GCAAAACTCTGTGTGCA
CCCCCAAGGGGGTTCTGCTGT TCGGCCCACCTGGTACAG- - - - GTAAAACCCTGTGTGCC
CTCCAAAGGGTGTGTTGTTGTTCGGGCCCCCTGGAACAG- - - - GGAAAACCCTGTGTGCC
1081..... 1090...... 1100...... 1110...... 1120...... 1130.......
TGTCCAGTCTCC------------- CTGGCCTCATCAGCGCT- - - - -=-=-=--=-==-=-----
TGTCCAGTCTCC- - ----------- CCGGCCTCATGAGTGCT- - - = === == === = - = - - -

CGCGCCGTTGCCAACCGCACGGACGCTTGCTTTATCCGCGTCATTGGCT CTGAGCTGGTG
CGTGCCGTTGCCAATCGAACAGATGCTTGCTTCATTCGTGTTATTGGATCAGAGTTGGT T
AGAGCTGTGGCCAACAGAACCGATGCTTGCTTTATCAGGGTTATTGGAAGTGAGCTTGTT
AGGGCTGTGGCTAATAGCACTGATGCTTGTTTTATAAGGGT TATTGGAAGT GAGCTAGT T
CGGGCAGTTGCTAATCGGACTGATGCGTGCTTCATTCGAGTTATTGGATCTGAGCTTGTA
AGGGCAGTTGCCAATCGGACTGATGCTTGCTTCATTCGAGTTATTGGGT CTGAGCTCGTA
AGGGCAGT GGCCAATCGCACTGATGCTTGCTTCATCCCAGTTATCGGGTCTGAGCTTGTA
CGTGCTGTAGCCAACAGAACAGATGCCTGCTTCATCCGTGTCATTGGATCTGAACTTGTG
AGAGCCGT GGCCAACCGCACCGATGCCTGCTTCATCAGGGT CATCGGCT CAGAGCTGGTC
CGAGCTGTGGCTAAACGTACAGACGCCTGCTTCATCAGAGTCATCGGGTCTGAACTCGGTC
1141. .. .. 1170......
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-------------------- GGGTCCAGAGTGTCAGGT- - - CTGTTTGTGGCCATTAGCA
-------------------- GGGTCCAGAGTGTCAGGT- - - CTGTTTGTAGCCATCAGCA
CAAAAGTACGT GGGTGAGGGCGCT CG- TATGGT GCGC- GAGCTCTTCGAAATGGCGCGTT
CAGAAATATGT CGGAGAAGGAGCTCG- AATGGTTCGT- GAGTTGTTCGAAATGGCTCGTA
CAGAAGTATGTTGGTGAAGGAGCTAG- GATGGTTCGT- GAACTGTTTCAGATGGCACGGT
CAGAAATATGTTGGT GAGGGGGCTAG- GATGGTTCGT- GAACTATTTCAGATGGCTCGTT
CAGAAATACGT CGGTGAGGGGGCT CGA- ATGGTTCGT- GAACTCTTTGAAATGGCCAGAA
CAGAAATACGT CGGCGAGGGAGCTCGA- ATGGTTCGT- GAGCTTTTTGAAATGGCCAGGA
CAGAAGTACGT CGGTGAGGGGGCT CGA- ATGGTTCGG- GAGCTTTTTGAAAT GGCCAGGA
CAGAAATATGT GGGAGAGGGGGCCCGT- ATGGTGCGT- GAACTCTTCGAGATGGCCAGAA
CAGAAATATGTGCGGAGCAGG- - - - = = - = = - - s o oo o oo oo oo
CAGAAGTATGTTGGAGAGGGTGCCAGGGATGGTTCGTTGAACTCTT- - - - - === == - - - -

1201.. ... 1210. ... .. 1220. ... .. 1230...... 1240. ... .. 1250.......
o " TTTA
o '''''''''rrrrreeeeeeeee—— TTTA

CCAAAAAGGCTTGTCTCATCTTCTTCGACGAAATTGATGCTATCGGTGGTGCCCGATTCG
CCAAGAAGGCATGTCTTATCTTCTTTGATGAAATTGATGCTGTTGGAGGTGCTCGTTTTG
CCAAGAAAGCCTGCATTGTGTTCTTTGACGAAGTTGATGCCATTGGTGGTGCAAGATTTG
CAAAGAAGGCATGCATTGTGTTTTTTGATGAAGTTGAT GCAATTGGAGGTGCACGATTTG
CAAAAAAAGCCTGCCTTATCTTCTTTGATGAAATTGATGCTATTGGAGGGGCTCGTTTTG
CAAAAAAAGCCTGCCTTATTTTCTTTGATGAAATTGATGCCATTGGAGGGGCTCGGTTTG
CAAAAAAAGCCTGCCTTATTTTCTTTGATGAAATTGATGCCATTGGAGGGGCTCGGTTTG
CAAAAAAAGCATGTCTTATTTTCTTTGATGAAATTGACGCCATTGGTGGGGCTCGTTTTG

ACGAT GGGGCCGGCGGCGACAACGAGGT GCAGCGCACCATGTTGGAGCTGATTAACCAAC
ATGATGGACAAGGAGGT GACAATGAAGTTCAACGTACTATGCTCGAGTTGATTAACCAAC
ATGATGGTGTTGGT GGTGATAACGAAGT CCAACGTACTATGCTTGAGATTGTGAATCAGC
ATGATGGCGTTGGTGGT GACAATGAGGT TCAGCGCACCATGCTTGAAATTGTGAATCAGC
ATGATGGT GCT GGAGGT GACAAT GAAGT GCAGAGAACAATGT TGGAACT GATCAATCAGC
ACGATGGCGCT GGGGGT GACAAT GAAGT GCAGAGAACCATGCTGGAGCTCATCAATCAGC
ACGAT GGCGCT GGGGGT GACAAT GAGGT GCAGAGGACCATGT TGGAGCT CATCAATCAGC
ATGATGGAGCT GGGGGTGATAATGAAGTTCAGCGCACTATGCTAGAACTAATCAACCAGT

< - - TTGGAGATGGGCGAGA- - - = - = = = = =« = m o m o e oo oo oo
1321.. ... 1330...... 1340. ... .. 1350. ... .. 1360. ... .. 1370.......
-------------- CCTCGAGGA- - = == === === eccomooooo-o-----TCAAA
-------------- CCTCGAGGA- - = - = == === == oo mwooo oo oo -~ TCAAA

TGGATGGCTTCGATCCGCGCGGAAATATCAAGGT GCTGATGGCCACCAACCGACCCGACA
TTGACGGATTCGATCCACGT GGAAACATCAAGGT GCTTATGGCAACAAACAGACCGGACA
TTGATGGGTTTGACGCACGT GGTAACATCAAGGTTCTTATGGCAACAAACAGGCCTGACA
TTGATGGGTTTGATGCT CGGGGAAACATCAAAGTTTTGATGGCGACTAATAGGCCTGACA
TTGATGGTTTTGATCCTCGAGGCAATATTAAAGT GCTGATGGCCACTAACAGACCTGATA
TGGATGGCTTTGATCCTCGCGGCAACATCAAGGT GCTCATGGCCACTAACCGCCCTGACA
TGGATGGCTTTGATCCTCGGGGCAACATCAAAGTGCTCATGGCCACTAACCGACCTGATA
TGGATGGCTTTGATCCCAGAGGAAACATTAAAGTGTTAATGGCCACTAACAGACCCGACA

1381..... 1390. ... .. 1400. ... .. 1410. ... .. 1420. ... .. 1430.......
CCC- - - GTCCAGCT- - = == - = mmmmm e e oo GGTTGATCAATT--------=-=--
CCC- - - ATCCAGCT- - = = = == m o mmmm e e GATTGATCAGTT--------=----

CGTTGGATCCGGCGCTCATGCGTCCCGGT CGTCTGGACCGAAAGGT GGAGTTCGGCCTGC
CTCTCGATCCCGCT CTCATGAGACCT GGTCGATTGGAT CGTAAAGTCGAATTCGCTCTTC
CACTAGACCCAGCTCTTTTACGTCCTGGACGTCTTGACCGTAAGGTTGAGTTTGGTCTAC
CTCTAGATCCAGCACTACTGCGGCCTGAGCGATTGGACCGTAAAGTTGAGTATGGCCTTC
CTTTGGATCCAGCACT GAT GAGGCCAGGGAGATTGGATAGAAAAATTGAATTTAGCTTGC
CTCTGGACCCAGCGCT CATGAGACCGCGGGAGGCT GGACAGGAAGATTGAGTTCAGCTTAC
CTCTGGACCCAGCGCT GAT GAGGCCAGGGAGGCT GGACAGAAAGATTGAGTTCAGCTTAC
CTTTGGATCCAGCTCTTATGAGGCCT GGAAGACTGGACAGAAAAATTGAATTTAGTTTGC
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501

514
1148
1043
1156

524
1107
1437
1055
1148

898
1501

545

558
1207
1102
1215

583
1166
1496
1114
1207

898
1561

546

559
1267
1162
1275

615
1226
1556
1174
1267

898
1621

590

603
1327
1222
1335

615
1286
1616
1234
1327

898
1681

614

628
1387
1282
1395

615
1346
1676
1294
1387

898
1741

---- CCAACATCGTTCTCTGCACTTCATTGTCACCCCCAGCACCATCA- -----------
---- CCAACATGGTCCTCTGCACTTCATTGTCACCCCCAGCACCATCG- - ----------
CTGACCAGGACGGTCGCTCGCACATCTTTAAGATTCAC- GCCCGCTCCATGTCCGTGGAG
CAGACCTTGCAGGTCGTGCTCACATTCTCAAGATTCAT- GCAAAACAAATGAGCGTTGAA
CTGACCTGGAGAGCAGAACACAGATCTTCAAGATTCAC- ACAAGAACCATGAACTGCGAA
CTGACTTAGAGAGTAGGACGCAGATATTCAAGATACAC- ACAAGAACCATGAACTGCGAA
CCGATCTAGAGGGTCGGACCCACATATTTAAGATTCAC- GCTCGTTCAATGAGTGTTGAA
CTGACTTAGAGGGT CGAACGCACATCTTTAAGATTCAC- GCTCGCTCAATGAGT GTGGAA
CTGACTTAGAGGGT CGAACGCACATCTTTAAGATTCAT- GCTCGCTCAATGAGTGTGGAA
CAGATCTAGAGGGCCGTACACACATATTTAAGATTCAC- GCACCTTCTATGAGTGTCGAG

CGAGATATTCGCTTCGATCTGCTGGCGCGTCTATGTCCCAACTCGACTGGTGCTGAGATC
AGAGATATTCGTTATGATTTACTTGCTCGTCTGTGCCCAAACAGTACAGGAGCCGAAATT
AGAGACATCCGTTTCGAACTCCTTGCTCGCCTCTGCCCAAACTCAACGGGAGCTGATATT
AGGGATATTCGATGTGAACTTCTGGCTCGGCT- - - = - === - == == s = s oo oo - - - - -
AGAGATATCAGATTTGAACTGTTAGCACGACT GTGTCCAAATAGCACTGGTGCTGAGATT
AGAGACATTCGATTTGAGCTGTTGGCCCGCCT GTGTCCAAACAGTACT GGAGCGGAGATT
AGAGACATCCGATTTGAGCTACTAGCCCGCCTGTGTCCAAACAGTACT GGAGCGGAGATT
AGGGATATAAGATTTGAACTTCTGGCTCGGCTATGTCCTAACAGTACAGGAGCAGAAATT

1561..... 1570...... 1580...... 1590...... 1600...... 1610.......
CAAAACG- - ----- GGCCCCTCCAATAGCATCGATTTCATCA- - - AAGAAGAT- - - - - - A
CAAAACG- - --- - - AGCCCCTCCAATAGCATCAATTTCATCA- - - AAAAAGAT- - - - - - A

CGGTCAGTATGCACGGAAGCGGGCATGTTCGCCATTCGGGCGCGT CGCAAGGT GGCCACA
CGCTCAGT CTGCACCGAAGCTGGAATGTTTGCAATTCGT GCTAGAAGAAAGGT GGCAACT
CGAAGTGTATGCACT GAAGCAGGAATGTACGCAATCAGAGCTAGGAGAAAGACTGTGACT
AGAAGCGTCTGCACAGAGGCTGGTATGTTTGCCAT CAGAGCACGGCGAAAAATTGCTACC
AGAAGTGTTTGCACAGAAGCTGGTATGTTTGCAATCCGAGCACGGAGAAAAATTGCTACA
AGAAGCGTTTGCACAGAGGCTGGTATGTTTGCAAT CCGAGCCCGGAGAAAGATTGCTACA
CGTAGCGT GTGCACGGAGGCTGGAATCGTTTGCTATCCGAGCCCGCCGCAAAGTTGCAACG

1621.. ... 1630. ... .. 1640. ... .. 1650. ... .. 1660. ... .. 1670.......
AGGCAGGCT TTCTTGG- - - = = = == === m e mmmemmme o oo oo TTCTGG- CC
AGGCAGGCT TTCTTT G- - = - = = = = w = mm o mmw oo oo oo oo TTCTGGGCC

GAGAAGGATTTCCTCGAAGCCGT CAAGAAGGTTATCAAGAGCTACGCCAAGTTCAGCGCC
GAAAAAGATTTCCTTGAAGCTATCAATAAGGTTGT CAAGGGATATGCCAAATTCAGCGCC
GAGAAAGACTTTCTAGACGCAGTGAACAAAGTCATTAAAGGTTACCAAAAGTTCAGTGCC
GAGAAGGATTTCTTGGAAGCTGTAAATAAGGT CATTAAGTCTTATGCCAAATTCAGTGCT
GAGAAGGACTTCTTAGAAGCT GTAAATAAGGT CATCAAGTCTTACGCCAAATTCAGCGCT
GAGAAGGACTTCTTAGAAGCTGTAAATAAGGT CATCAAGTCGTATGCCAAATTTAGTGCT
GAGAAAGATTTCTTAGAAGCCGTAAACAAGGT CATAAAATCGTATGCAAAATTCAGCGCT

1681.. ... 1690. ... .. 1700. ... .. 1710. ... .. 1720. ... .. 1730.......
ATTTCAAA- - - - == mmme e o e o GAGCTCTCGAACCA- - = = = == == m o e e e o
ATTTCAAA- - - < === - oo e - AGAGCTCTCGAAACA- - - = === == === m o e o -
ACTCCACGCTACAT G- = - = = = = = mmmwmmmmmmemmmm e o e oo e ACC- -
ACTCCAAGATATCT G = - = = = = = = == @ mmm o e me o oo ie oo ACA- -
ACTCCCAAGTATATGGTCTACAATTAGAGAGAT TGAGACAGATAGAAGAACT CCGAAA- -
ACTCCTCGTTACATGACATACAACT- - - - - GA- - mmmmmmema e ACCCTGAAGG
ACTCCCCGCTACATGACATACAATT- - - - - GA- - - mmmmmmem e GCCCCAG- GG
ACTCCCCGCTACATGACATACAACT- - - - - GA- -« - mmm e GCCACAGAGG
ACCCCAAGATACATGACTTACAACT- - - - - AATTGTAAC- - ATTACAGAT GCAGCAAATG
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1513
1308
1579

615
1543

1535

898
1981

--------- TTCGAGCCCCCTCACCAA- CATA- - = -« - mccmmmemc o Crmmme e o -
--------- TTCGAGCCCCCTCAGCAA- CATA- - ===« ---------- CTTCTGTACAA
- - - TACAACTAAGTTA- - - - - - - - CATTTATTGGCACTATTCTGTATC- - - - CTCTGCAA
7 -V I
- - - TAAAACTCCGAAA- - - - - - - - CACTCTTTGTTCTTTGTTTGTGTCTCTTCCCTTCAA
CTTTCAAGTGAAAACTTTAAATTGGAATCCTAACCT- - - - TATATA- - - = - ==« - - - - GA
CTCTGAGT GAAAGAACT TCCTGTGCTTTTGTA- = = = = == m s mmmmmmmmm e e e o A
CTTTGACT GAAGGAACT TCCTGTGCGTTCATA- = - - = == = wm e mmmme e o ee e o A
CTTT----cmcm-- CTGTTTTTGGCACCATAATCTGTAGTGTGTG- -« - - - - - - - - - GG
1801.. ... 1810. ... .. 1820. ... .. 1830.. .. .. 1840. ... .. 1850. ... ...
- - GTTCAGATCCA- - - - = - ==« - - - ATAACTCGAA- - = = = == m o mmmm oo e
ACTGTAACACTGCAGCTGG- - - - CAATTTATTAAAT- - - - - - - AAAG- - - === - e -
GCTCTTTTGTAGTACTTGTTTCACAACTTATTCCAG- - - - - - - TAACTC- - - GGGTTTAT
CTTGTTAATAACCAAT- - - - TCATAAACAAATAAATGGCTTCAAAATTGTATGCTTTTTT
CTTGTT- - - - GCCACC- - - - GCACAA- - AAATAAAAGATTTAAA- - - - = = -« - = === - = -
CTTGTT- - - - ACCGCC- - - - TCACAA- - AAATAAAAGACTTAAAAACTGT- - - - - - - - - -
ATTATAAAT- = - === - = oo e - AAAT GAATAAAACGAAAAAAAA- - - = - = = === - = -
1861. .. .. 1870...... 1880. .. ... 1890. .. ... 1900. ... .. 1910. ... ...
--------------- TGAAGCAAGCA- - - - TCAGTCCTATT- = -« -« mmmm e oo oo -
CGAAATCTATACCT- = = = === mmm s mmmmmmmemmmm e o oo CCACCAACTGAAA
___________________________________________________________ A
CTTCTTCAATGTCT- - =« - m = m s m s mmmmmmememoeme oo ACTACTTTTGGAT



